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<210> 1 

<211> 603 

<212> PRT 

<213> Homo sapien 

<400> 1 

Met Ser Ala Ala Val Thr Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Pro Gly Lys Ala Gly Val Pro Gly Val Ala Ala Pro Gly Ala Pro Ala 
20 25 30 



Ala Ala Pro Pro Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Arg Arg Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



1 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Arg Glu 
85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Asn Asp Phe Val Phe Val 
115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Arg Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Asp Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie Asn Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 



2 



305 



310 



315 



320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro 
340 345 350 



Glu Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu 
355 360 365 



Val Val Asp Cys His Leu Ser Asp Met Leu Gin Gin Leu His Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Ser Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 
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Pro Leu Met 
545 



Ala Ala Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg 
550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 2 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1)..(1) 

<223> Xaa = Pro or Phe 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Pro or a hydrophobic amino acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ala, Gin, or a hydrophobic amino acid 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr, Gin, His or Met 
<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = phosphorylated Thr or phosphorylated Ser 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Pro or any amino acid 



4 



<400> 



2 



Xaa Xaa Xaa Xaa Ser Xaa Xaa 
1 5 



<210> 3 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHORYLATION 

<400> 3 



Met Ala Gly Pro Met Gin Ser Thr Pro Leu Asn Gly Ala Lys Lys 
15 10 15 



<210> 4 

<211> 685 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Glu Leu Leu Arg Thr lie Thr Tyr Gin Pro Ala Ala Ser Thr Lys 
15 10 15 



Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Ala Asp Ser Lys Lys 
20 25 30 



Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 



Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 
50 55 60 



Ser Gly Pro Glu lie Ser Arg lie lie Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 



Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 
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Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys lie 
100 105 110 



lie Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Asp 
115 120 125 



Lys Glu lie Glu Leu His Arg lie Leu His His Lys His Val Val Gin 
130 135 140 



Phe Tyr His Tyr Phe Glu Asp Lys Glu Asn lie Tyr lie Leu Leu Glu 
145 150 155 160 



Tyr Cys Ser Arg Arg Ser Met Ala His lie Leu Lys Ala Arg Lys Val 
165 170 175 



Leu Thr Glu Pro Glu Val Arg Tyr Tyr Leu Arg Gin lie Val Ser Gly 
180 185 190 



Leu Lys Tyr Leu His Glu Gin Glu lie Leu His Arg Asp Leu Lys Leu 
195 200 205 



Gly Asn Phe Phe lie Asn Glu Ala Met Glu Leu Lys Val Gly Asp Phe 
210 215 220 



Gly Leu Ala Ala Arg Leu Glu Pro Leu Glu His Arg Arg Arg Thr lie 
225 230 235 240 



Cys Gly Thr Pro Asn Tyr Leu Ser Pro Glu Val Leu Asn Lys Gin Gly 
245 250 255 



His Gly Cys Glu Ser Asp lie Trp Ala Leu Gly Cys Val Met Tyr Thr 
260 265 270 



Met Leu Leu Gly Arg Pro Pro Phe Glu Thr Thr Asn Leu Lys Glu Thr 
275 280 285 



Tyr Arg Cys lie Arg Glu Ala Arg Tyr Thr Met Pro Ser Ser Leu Leu 
290 295 300 



Ala Pro Ala Lys His Leu lie Ala Ser Met Leu Ser Lys Asn Pro Glu 
305 310 315 320 



Asp Arg Pro Ser Leu Asp Asp lie lie Arg His Asp Phe Phe Leu Gin 



6 



325 330 335 



Gly Phe Thr Pro Asp Arg Leu Ser Ser Ser Cys Cys His Thr Val Pro 
340 345 350 



Asp Phe His Leu Ser Ser Pro Ala Lys Asn Phe Phe Lys Lys Ala Ala 
355 360 365 



Ala Ala Leu Phe Gly Gly Lys Lys Asp Lys Ala Arg Tyr lie Asp Thr 
370 375 380 



His Asn Arg Val Ser Lys Glu Asp Glu Asp lie Tyr Lys Leu Arg His 
385 390 395 400 



Asp Leu Lys Lys Thr Ser lie Thr Gin Gin Pro Ser Lys His Arg Thr 
405 410 415 



Asp Glu Glu Leu Gin Pro Pro Thr Thr Thr Val Ala Arg Ser Gly Thr 
420 425 430 



Pro Ala Val Glu Asn Lys Gin Gin lie Gly Asp Ala lie Arg Met lie 
435 440 445 



Val Arg Gly Thr Leu Gly Ser Cys Ser Ser Ser Ser Glu Cys Leu Glu 
450 455 460 



Asp Ser Thr Met Gly Ser Val Ala Asp Thr Val Ala Arg Val Leu Arg 
465 470 475 480 



Gly Cys Leu Glu Asn Met Pro Glu Ala Asp Cys lie Pro Lys Glu Gin 
485 490 495 



Leu Ser Thr Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn 
500 505 510 



Lys Tyr Gly Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu 
515 520 525 



Phe Asn Asn Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val 
530 535 540 



His Tyr Tyr Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp 
545 550 ' 555 560 
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Ala Pro Glu Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser 
565 570 575 



His Tyr Met Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val 
580 585 590 



Thr Asp lie Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser 
595 600 605 



Asp Lys Ala Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn 
610 615 620 



Phe Tyr His Asp His Thr Lys lie lie lie Cys Ser Gin Asn Glu Glu 
625 630 635 640 



Tyr Leu Leu Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg 
645 650 655 



Leu Thr Thr Leu Leu Met Ser Gly Cys Ser Ser Glu Leu Lys Asn Arg 
660 665 670 



Met Glu Tyr Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
675 680 685 



<210> 5 

<211> 646 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Glu Pro Ala Ala Gly Phe Leu Ser Pro Arg Pro Phe Gin Arg Ala 
15 10 15 



Ala Ala Ala Pro Ala Pro Pro Ala Gly Pro Gly Pro Pro Pro Ser Ala 

20 25 30 



Leu Arg Gly Pro Glu Leu Glu Met Leu Ala Gly Leu Pro Thr Ser Asp 
35 40 45 



Pro Gly Arg Leu lie Thr Asp Pro Arg Ser Gly Arg Thr Tyr Leu Lys 
50 55 60 



8 



Gly Arg Leu Leu Gly Lys Gly Gly Phe Ala Arg Cys Tyr Glu Ala Thr 
65 70 75 80 



Asp Thr Glu Thr Gly Ser Ala Tyr Ala Val Lys Val lie Pro Gin Ser 
85 90 95 



Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Leu Asn Glu lie Glu 
100 105 110 



Leu His Arg Asp Leu Gin His Arg His lie Val Arg Phe Ser His His 
115 120 125 



Phe Glu Asp Ala Asp Asn lie Tyr lie Phe Leu Glu Leu Cys Ser Arg 
130 135 140 



Lys Ser Leu Ala His lie Trp Lys Ala Arg His Thr Leu Leu Glu Pro 
145 150 155 160 



Glu Val Arg Tyr Tyr Leu Arg Gin lie Leu Ser Gly Leu Lys Tyr Leu 
165 170 175 



His Gin Arg Gly lie Leu His Arg Asp Leu Lys Leu Gly Asn Phe Phe 
180 185 190 



lie Thr Glu Asn Met Glu Leu Lys Val Gly Asp Phe Gly Leu Ala Ala 
195 200 205 



Arg Leu Glu Pro Pro Glu Gin Arg Lys Lys Thr lie Cys Gly Thr Pro 
210 215 220 



Asn Tyr Val Ala Pro Glu Val Leu Leu Arg Gin Gly His Gly Pro Glu 
225 230 235 240 



Ala Asp Val Trp Ser Leu Gly Cys Val Met Tyr Thr Leu Leu Cys Gly 
245 250 255 



Ser Pro Pro Phe Glu Thr Ala Asp Leu Lys Glu Thr Tyr Arg Cys lie 
260 265 270 



Lys Gin Val His Tyr Thr Leu Pro Ala Ser Leu Ser Leu Pro Ala Arg 
275 280 285 



Gin Leu Leu Ala Ala lie Leu Arg Ala Ser Pro Arg Asp Arg Pro Ser 
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290 295 300 



lie Asp Gin lie Leu Arg His Asp Phe Phe Thr Lys Gly Tyr Thr Pro 
305 310 315 320 



Asp Arg Leu Pro lie Ser Ser Cys Val Thr Val Pro Asp Leu Thr Pro 
325 330 335 



Pro Asn Pro Ala Arg Ser Leu Phe Ala Lys Val Thr Lys Ser Leu Phe 
340 345 350 



Gly Arg Lys Lys Lys Ser Lys Asn His Ala Gin Glu Arg Asp Glu Val 
355 360 365 



Ser Gly Leu Val Ser Gly Leu Met Arg Thr Ser Val Gly His Gin Asp 
370 375 380 



Ala Arg Pro Glu Ala Pro Ala Ala Ser Gly Pro Ala Pro Val Ser Leu 
385 390 395 400 



Val Glu Thr Ala Pro Glu Asp Ser Ser Pro Arg Gly Thr Leu Ala Ser 
405 410 415 



Ser Gly Asp Gly Phe Glu Glu Gly Leu Thr Val Ala Thr Val Val Glu 
420 425 430 



Ser Ala Leu Cys Ala Leu Arg Asn Cys lie Ala Phe Met Pro Pro Ala 
435 440 445 



Glu Gin Asn Pro Ala Pro Leu Ala Gin Pro Glu Pro Leu Val Trp Val 
450 455 460 



Ser Lys Trp Val Asp Tyr Ser Asn Lys Phe Gly Phe Gly Tyr Gin Leu 
465 470 475 480 



Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp Gly Thr His Met Ala 
485 490 495 



Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn Pro Thr Ser Thr Lys 
500 505 510 



His Phe Ser Phe Ser Val Gly Ala Val Pro Arg Ala Leu Gin Pro Gin 
515 520 525 
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Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met Glu Gin His Leu Met 
530 535 540 



Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Val Glu Val Pro Ala Pro 
545 550 555 560 



Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin Ala Leu Leu Met Leu 
565 570 575 



Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr Gly Asp His Thr Lys 
580 585 590 



Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val Thr Phe Val Ala Arg 
595 600 605 



Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His Leu Arg Gin Leu Gly 
610 615 620 



Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr Ala Leu Arg Leu Leu 
625 630 635 640 



Arg Asp Arg Ser Pro Ala 
645 



<210> 6 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Synthetic 



<220> 

<221> MOD_RES 

<222> (5).. (5) 

< 2 2 3 > PHOS PHORYLAT ION 

<400> 6 

Pro Met Gin Ser Thr Pro Leu 
1 5 



<210> 7 
<211> 4 
<212> PRT 
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<213> 



Artificial Sequence 



<220> 

<223> synthetic 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Met, Tyr, Phe, lie, Leu, His, or Lys 
<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala, Gly, or Thr 
<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa = Phosphorylated Serine or Phosphorylated Threonine 

<400> 7 

Xaa Xaa Xaa Xaa 
1 



<210> 8 

<211> 7 

<212> PRT 

<213> Artificial Secjuence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> {1)..(1) 

<223> Xaa = Any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2).. (2) 

<223> Xaa = Met, Tyr, Phe, lie. Leu, His, or Lys 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 
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<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa = Ser, Ala, Gly, or Thr 
<220> 

<221> MISC_FEATURE 

<222> (5).. (5) 

<223> Xaa = phosphorylated Ser or phosphorylated Thr 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Pro, Met, or Asn 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = any amino acid 

<400> 8 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 



<210> 9 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = phosphorylated Threonine or phosphorylated Serine 

<400> 9 

Met Gin Ser Xaa Pro Leu 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 
<222> (4) . . (4) 
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<223> Xaa = phosphorylated Ser or phosphorylated Thr 

<400> 10 

Tyr Asp lie Xaa Gin Val Phe Pro Phe 
1 5 

<210> 11 

<211> 82899 

<212> DNA 

<213> Homo sapiens 

<400> 11 



attggctctt 


accacttgtc 


cctcaaaacg 


accaccccat 


tgactggtgg 


cgattgcgtc 


60 


gacggagacg 


gggcaaaagc 


aagctgaacc 


cgaaaaataa 


caaacactgg 


ggctgagggg 


120 


tggaactacg 


agtgcgcaga 


catgggccag 


agcgcatttc 


ccctgcccca 


ggcaaattcg 


180 


gcgctcactg 


cgtccccgca 


ggccactgac 


cttacaagac 


tacttgcccc 


agactcctgg 


240 


ggctggatgg 


gaattgtagt 


ctccctaaag 


agttgtacgt 


atctttttaa 


ggcctagttt 


300 


ctgctttcaa 


aatacgaaaa 


cataacaaca 


ctccagtcca 


taactgttga 


caagtacaag 


360 


cgcgcacagg 


tctccaatct 


atccactgga 


tttccgtgag 


aattgtgccc 


gctctggtat 


420 


tggatgttcc 


tctccataag 


actacagttt 


ctaaggaaca 


ctgtggcgaa 


gacctttcat 


480 


tccgcaacgc 


atgctggaaa 


taattatttc 


cctccacccc 


cccaacaatc 


cttattactt 


540 


atatttaccg 


aaactggaga 


cctccattag 


ggcggaaaga 


gtgggggatt 


gggacctctt 


600 


cttacgactg 


ctttggacaa 


taggtagcga 


ttctgacctt 


cgtacagcaa 


ttactgtgat 


660 


gcaataagcc 


gcaactggaa 


gagtagaggc 


tagagggcag 


gcactttatg 


gcaaactcag 


720 


gtagaattct 


tcctcttccg 


tctctttcct 


tttacgtcat 


ccgggggcag 


actgggtggc 


780 


caatccagag 


ccccgagaga 


cgcttggctc 


tttctgtccc 


tcccatcctc 


tgattgtacc 


840 


ttgatttcgt 


attctgagag 


gctgctgctt 


agcggtagcc 


ccttggtttc 


cgtggcaacg 


900 


gaaaagcgcg 


ggaattacag 


ataaattaaa 


actgcgactg 


cgcggcgtga 


gctcgctgag 


960 


acttcctgga 


cgggggacag 


gctgtggggt 


ttctcagata 


actgggcccc 


tgcgctcagg 


1020 


aggccttcac 


cctctgctct 


gggtaaaggt 


agtagagtcc 


cgggaaaggg 


acagggggcc 


1080 


caagtgatgc 


tctggggtac 


tggcgtggga 


gagtggattt 


ccgaagctga 


cagatgggta 


1140 


ttctttgacg 


gggggtaggg 


gcggaacctg 


agaggcgtaa 


ggcgttgtga 


accctgggga 


1200 


ggggggcagt 


ttgtaggtcg 


cgagggaagc 


gctgaggatc 


aggaaggggg 


cactgagtgt 


1260 


ccgtggggga 


atcctcgtga 


taggaactgg 


aatatgcctt 


gagggggaca 


ctatgtcttt 


1320 
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a a a 2 o /~t t~ r^r^ 
aaacl a C ^ U U ^ 


gc uy y L.CciL.y 


agg ucay y ay 


L. uccagacca 


^r*r*+*^ar'r»a a 

gcc ugaccaa. 


r*rt'^rrrr^rraaa 

cguggugaaa 


X J 0 u 




cl C U a, cl ci a, a. U a 


caaaaa. u ua.g 


ccgggcgcgg 


ugccgc ucca 


y uudu uudy y 






a or a a i~ 

oLyyay aaucy 


\^ Uay aauuuy 


ggaggcggag 


rrt* t* nr*sx rr 4~ rra 
y t ty >*ciy uy a 


rtr*r*rts rra t" /^rr 
y u>u>y ay a uuy 






u> uu>^a.y uy 


crcf fcra r*acracf 
y y "koy away a.y 


^y dy a w uy u w 


tcaaaa<?aaa 


ar^aaaanaaa 


1560 




aaacaccCTcrc 


tcrcrtato'tat 

L» >H V«>n V*^* ^ 


cracraCTCTatcjcr 


cracc t tcrtQQ 


aaQaaQacTQt 


1620 




tCTtctcrCTcraa 


Z7 3 3 3 J 23 ^ 


cacTQattttcr 


uyyyayyyay 


aa c ti ti aacraa 


1680 




u uy u>y ^^au u 


era era s a err* err* 
y ay aaay wy w 


a a fia crofra a a 
aay ciy y y aay 


^ a cf a crcia ac*o 
uay ay y ay u.y 


h na cr^ a cr t" a a 
uv*ay uay uaa 


1740 




cggcagggaw 


gi^g^^^gngg 


ay yauccdy a 


ns> ♦* rra rra rrr'a 
y ciuyay ay u>a 


yy uuduuyyy 


1 Ron 

XO w V/ 




ggcggggagg 


cc utgau ugg 


cgu egg tccg 


rf ^ r^rx ^ ^ rr ^ ^ rr 

g t.cgc ugccg 


^ f. f. 4. A. rrrri- +- 4- 

acu uuggu u u 


xo 0 u 




s s s a a a 3 ^ a 

aaagaaaa.Cci 


a ^^ai^a a a ^a 
awCaga.aaCa 


^ ^ rrrra rra a a rr 

u uggagaaag 


r«f" aarrrrr«4~ a r" 
CUaaggu>Uau> 


r«ar»r'ar«r«^ar' 
Lfduuduu Udu 


1 Q9n 

XZ7^ V/ 




acuccccugu 


age uCuccct. 


Cucccggaga 


s a ^»rr 9 9 s s rr a 

aaggaaaaga 


cccaaggggu 


X70 u 




a I" na a a a a 

a. C g u y a.a.a.aa. 


a ^ ^ ^a na a ^ 

a.u CCagaau u 


t- a 4* rr f- 1* rr t* r> t* 

uciugu ug uc u 


aa^^ar*aaaa 
clcl U uaCaaaa 


a^rr^aar'^^r'^ 
dg w dd c i» I* u u 




3 ^ 3 ^ ^ ^ ^ ^ ^ 

3.^3.0. u C U U UcL 


aaaauaaagg 


a^<^^ /^a 

acgu ug ucau 


1- a rr f- 1- r« i- t- rr 

uag u ucu u ug 


rrt- 1- l-rr1-a 1- i-a 

guuugcauua 


^^r»^aaaa^/^ 
u u u C ddddu. u 


^ X w w 


^ ^ ^ ^ 3 a a 


^aaa^^+"3 l~ 

ua.a.auu uclC t. 


U Ua uu u UaoLa 


a t* rra ^ a a a a ^ 
augauaacLaU 


rra a rr t~ t* rr4~ r*a 
y day u uy uu>d 


4~4~i~f"af"aaar' 
U L. U UdUdddu. 


91 fin 

4b XO w 


C L. U L. t.clciaaa 


yduciucLUctua. 


1- a i- Cf t" t- 1- 1" t- r« 
uauy uuuuuv.r 


t-aahcrhcrt-t-a 
uaauy ty ^ ua 


ddy u u wa u uy 


era a r'a era a a cr 
y aa way aaay 


2220 


a a a ^ n rra ^ i" ^ 

OLCi.Ci l« Vj ^ Oi ^ L> 1^ 


a ^ r'trrr't" r*!" i~ 
uywuwuu 


wywy uuyOiay 


a a crt" a r*a a a a 
c*. o.y uawaaao. 


1" crt" r'at" haat 

uy u^a^auunau 


CTC tatQcacra 


2280 




y uy uuwuauu 


t"rTrT4~aafTt*oa 
uyy uday uwa 


y uawacty ay u 


y ua u uaa u u u 


yyyauuuuua 


^ ^ V/ 


f" or a 4" 4" a t~ t" ^ 


/-« a 4- /nroa a a t* 
C uctugCaaau 


/T 3 a /ta rra a ^ ^ 
gaaWagaau u 


rra r»^^l~ar'a4~ 

gau>U uUa^au 


a r»f" a rrrrrra a rr 

duUdy y y ddy 


a a a a rra r* a ^ rr 
ddddyduduy 


94 nn 




ttaggctatt 


gtaattgctg 


au uuuCuuaa 


cugaagaacu 


Cuaaaaacac 


0 A c n 


a. g a. a. ci 8. t g a. t. 


uCCCCy C uCu 


ccat^ccactc 


tgcct ctccc 


ac ucc uc ucc 


4- ^ 4" ^ ^ a ^ a ^ 

u u u ucaacac 


z o z u 


a,a.oL c c 1 9 1. 9 


gtccgggaaa 


gacagggacu 


cugucccgac 


uggccccgca 


c uggggcagg 


9 i;q 0 


aa^r^f-arrf-^t- 


a /Ya 4- a a *^4~ 

agauuaac ug 


gcau u u uggc 


uuu uCCCCCa 


rrr«l~r<4*aaaar< 
gCUCUddddC 


ddy CUuCdl^U' 




^ 4— 4- ^<r ^ 4— 

aCUU^aaaug 


gcaaaauaaa 


aucauggaug 


ciggccgaggg 


r^rrrr^ rtrrr*^ +* a 

cgguggcu ud 


^ rrr^r*^ rr ^ a a ^ 

ugcuugcddc 




^ ^ ^ ^ "3 

cccag^cacu u 




aggugg uagg 


a i~ r'a r'rrarrrr'f" 

aucacgagg L. 


r«a rro'a rra ^ r'rr 

Cdggdgd ucg 


dgdu wd UUU C 


9 7fi n 


ggccaacatg 


gtgaaacccc 


ctctccacta 


aaaatacaaa 


aattagctgg 


gcgtagtggc 


2820 


atgtgcctgt 


aatcccagct 


actcaggagg 


ctgaggcagg 


agaatcactt 


gaaccaggag 


2880 


gcagatgttg 


ctgtgagcca 


atatggcacc 


actgaactcc 


agcgacagag 


ctaaactcca 


2940 


tctcaaaaaa 


aaaaaaaaaa 


aaaaaaaaac 


atggatgatc 


ggtgtcgttg 


agaggatagg 


3000 
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tatttggaag 


aacctttgtt 


tgaaactggc 


tctgtacata 


caatgaaatt 


acatacttat 


3060 


ttacatacaa 


tgaaatgcag 


aggttttttt 


tttatatagg 


atctctgtcg 


agaggctgga 


3120 


gtgcagtggt 


gctatcacag 


ctcactgcag 


cctcaacctc 


gtcaggctca 


agcaatcctc 


3180 


ccacctcagc 


ctccagagta 


gcagggacga 


taggtgtgca 


ccaccatgcc 


cagctaattt 


3240 


ttgtattttt 


ttttcttttt 


ttgagatgga 


gtcttgctct 


gttgcccagg 


ctggagtgca 


3300 


gtggcgcgat 


ctcagctcac 


tgcaaactct 


gcctcccggg 


ttcatgccat 


tcttctgcct 


3360 


gagcctcctg 


aatagctggg 


actacaagca 


cccactacca 


cgcccggcta 


attttttgta 


3420 


tttttttttc 


ttttttagta 


gaggcgggat 


ttcaccgtgt 


tagccaggat 


agtcttgatc 


3480 


tcctgacctt 


gtgatccacc 


cgcctgggcc 


tcccaaagtg 


ctaggattac 


aggcataagc 


3540 


cactgcgtcc 


agccattctt 


gtatttttct 


gttgtagaga 


tagggttttg 


ctatgttggc 


3600 


catgctggtc 


tcaaactcct 


gacctcaagt 


gatctaccct 


cccttggcct 


ctcaaggtgc 


3660 


tgggattaca 


ggcctgagcc 


attgcaccca 


gccatggtct 


aaaaatcttg 


attgaaatac 


3720 


caccttttca 


tttccagaca 


cccctattta 


aaattaccac 


acccccagca 


cacactttat 


3780 


cttctattcc 


tgctgcttct 


ccataacact 


gattactagc 


tgacattcta 


tgtaatgtat 


3840 


ccatttttta 


tctctagtcc 


cacagaatgt 


aaactccagg 


atgggatttt 


tgttttgttt 


3900 


acatacatct 


gtatgttcag 


tagttagaac 


ggtacttggg 


acctagttgc 


cactcaataa 


3960 


acatttgtca 


aataaataat 


aaactaaact 


aaattagttc 


tttaattttt 


ttaaatatgg 


4020 


tgatggttag 


tagtgagtaa 


cattcaaaaa 


ataagttgaa 


aagttgtacc 


attgcctctt 


4080 


acccacaata 


aaaaagggta 


aattcttttc 


tgctttatga 


aagttgtttt 


tcatatttga 


4140 


agtcaagtta 


atcagattaa 


ggaaaatgta 


tgttgtgttt 


tcagagcgat 


acaagattta 


4200 


taaataacca 


tcctctccct 


tgcccttcaa 


cattatagct 


aaacaaaaat 


aagaggaaaa 


4260 


caggattcac 


aatttatcaa 


tttattgaaa 


atcagagcca 


gagaagcagg 


aaatgacatt 


4320 


gtaggaaaaa 


actgcttttg 


aaaaagcaca 


aaacttactc 


atgacaatca 


gtgatcagga 


4380 


aaatcctcaa 


tagtgtggca 


tttggataca 


tttatgtttc 


atttccatgg 


gagagagtca 


4440 


taaaaatagg 


atgttctttc 


tcattctggc 


aaattaaacc 


atcaattaaa 


aactcagata 


4500 


cataaaaatt 


aaagatgtaa 


gaatgaaaat 


gctaaattgt 


tattttcaat 


caactattat 


4560 


gttttctagc 


ttttcattgc 


ttttttctgt 


ttcctgttaa 


gattaatttc 


tttttttttt 


4620 


tttttttttt 


tttttgagac 


agactttggc 


tcttgttgcc 


caggctggag 


tgcagtggca 


4680 


caatctcggc 


tcactacaac 


ctccacctcc 


cgggttcaag 


caattctgct 


gcctcagcct 


4740 
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ccCTcracrtacc 


tiaocra 1 1 crca 


ggcatgtgcc 


atcacaccag 


ctaattttgt 


atttttagta 


4800 


crcLcrcLca.crcrcrti 


titictccatat 


tcrcrtcacratt 

W3 3 w WCA3 3 w w 


ggtctcgaac 


tcctgacctc 


aggtgatcct 


4860 


cc tcfccttcrcr 


ccticccraaacr 


tgctgggatt 


acaggcgtga 


gccaccgctc 


ccagactttt 


4920 


tgttttgttt 


tgttttgttt 


ttttgagaca 


cggtctcgct 


ctgctgccta 


qqctQQaqtq 


4980 


cacrtcrcrcaccr 


atcttggctc 


actgccagct 


ccgactcccg 


aattcaacrcc 


attctcctgc 


5040 


ctcagcctcc 


cqacrtaqctq 


ggactacagg 


cgcccaccac 


tatgcccggc 


taattttttg 


5100 


tatttttagt 


acracrac crGrcrcr 


tttcaccatg 


ttagccaaga 


tggtctcgat 


ctcctgacct 


5160 


tcrtcraticcac 


cccrcctcacrc 


cttccaaagt 


gctgggatta 


cagtcctgag 


ccactgcgcc 


5220 




cttttttttt 


^y yy y ^-y yy y 


QQttCTQaOtC 

^3 ^ w \^ 


tggctctgtc 


gcccaggctg 


5280 


cr a cr ^ Cf r* a cr t" cr 


^ wy w w w w 


y y ^ w WW w W3 w 


W W W W W3 w w 


toccacrcittc 

W3 wwBb33 w WW 


aaattcaacrc 


5340 


crf*t* t" ct" cc*t'a 

\^ W k« W i« ^3 


cctcacrcct c 

WW W WCL^ WW W W 


ctaacrtaoct 

w vVij ^^3 w^&3 w w 


QadattatacT 


a ca cancel cca. 

T3 z3 ^^^^^^ T3 


WW3 '-'33*<'^33 


5400 


ctaattttat 


atttttaata 

W W W W 


QaQataacrcrt 


ttcatcaccrt 


tcratcaGrQct 

w^^ w WW33 w w 


ggtcttgaag 


5460 


t* r*pt"crat.c*tc 

v« ^3 w w k» w 


atcratccacc 

3 W^^&WWWCAWW 


CQCC tcaccc 

W3 ^ *^ 3 


ttccaaaotcr 


c t cro c cr t cracT 


ccactgcgcc 


5520 


ticiactitaacra 


ttaatttttcr 


tttgttttgt 


ttttgagacg 


gagtctcgct 


ctttcaccca 


5580 


crcr c c crcracr ti o 


cacrtcraccrcc 

w**3 3 3 w 3 w w 


atctcggctc 


actgcaagct 


ccgcctcccg 


qqttcacqcc 


5640 


attctcctgc 


ctcggccccc 


caagtagctg 


qaactacaQQ 


cgtccaccac 


cacgcccggc 


5700 


taat.tt.tt^g 


tatttttagt 


aQaQacQQcrGr 

«y w-y 3 3 3 3 


tttcaccgtg 


ttagccagga 


tggtctccac 


5760 


t" tpctcracct 


CQtQatCCQC 
**3 W3^*www3^ 


ccacc tccrcrc 


ctcccaaaot 


gctgggatta 


caggcgtgag 


5820 


r* f a f f or* CT f f* 


r*crcr r* 1 1 aacr 

wy y w w w wcici3 


attaattttt 

C» W W CICL W w W W W 


ataatatttt 

v» V33 ^3 wwww 


acattcattt 

w w w w^« www 


crtatcrcraaaQ 

3 **^w33www3 


5880 




yyyCTv..wciwww 


t"t"cacttcct 

w w w n W W W W W w 


t" t" t" aat" at"acr 


tacacrtatao 


cacaatttgc 


5940 




t" a a t" a ^ cf^ cf a 


tcacrcraata'a 

W WGl^ 3 Oi^l ^3 


t cat cract crcr 

w w ^* w 3 3 3 


aaacacrtcrtt 


atttcrtcrcrta 


6000 


y ^ i« ci Li clvj y y ^ 


acrCTi"aacrCTt" t" 


w ^^CLM W W ^3 ^ 


tttaootttc 

w w wd3 3 w w w w 


t tQaactaaa 

W W3Gh^&W w^^^&^& 


attccttcta 

w w WW w w w v«3 


6060 


r't"crt" nt" t" ft" a 


aotcaatat t 

W Wdd Ww^ w w 


GTOcao'ctatt 

3 3 ^^*3 ^ w v» 


tctcracaatt 


QQtaottctt 

^3 t3 w^*^j w wx^ w w 


tcrtaactttt 


6120 




t~at"aar*at~i~l~ 


t" t" apicf' t" tT'a 

w wy CI W W W W WCc 


fraacraat" t" tci 

3 c«.c«3 a.ch w w W3 


ct" aaaatcrt" cr 

w w^i^i^«c% 3 3 


tt" p pccQQ tcr 


6180 


ggttgttgtt 


tttcaaccta 


aacctagctg 


ctttttccag 


tcacttatcc 


gtattggaag 


6240 


ctcaaaatgc 


aaatatacag 


taggcctaaa 


atattgcctg 


gtttgaaaag 


tgtttaaaat 


6300 


atttgaatca 


tttttatagt 


aaacatttac 


tctcatcagg 


acctagaagg 


ggaacatttt 


6360 


aatttttttt 


cttttccctt 


ttcacagtct 


tccttcaaca 


ttcattacct 


ttttacatat 


6420 
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cggagttttc 


atctgttcaa 


agtttgtgtt 


tacagtgtgt 


ttatatagtt 


tagattataa 


ttaccatact 


gaaatataat 


tgtttcagaa 


ttgagtcagt 


ggtgagaatg 


aaagccatct 


ggtatgataa 


ctgaatccaa 


tttttctttt 


acggagaatt 


tctttgaaat 


gtagcttatc 


tcagaaatag 


ggatttagta 


accaatcaga 


gttttctttg 


tcaaggttgt 


ttttcttttt 


aaagtcacat 


ttggtcccag 


taataatacc 


aatgttggta 


caagttatct 


caggttgtga 


agcatttttc 


ccaagtcatc 


tcaggttgtg 


aagcattttc 


ccaagtagca 


tttaatttta 


ttcttgcaat 


agcccaagga 


gtctggcagg 


gtgaatggca 


agagaaggaa 


acaggttcag 


gtagagtggt 


tagcccaagg 


tggctctgct 


tatatacaca 


actggtagta 


gaaacccagc 


ctcctgactt 


agttcattgt 


ttttcttttc 


actgccctgt 


gctatgtcaa 


aaaccccatg 


attacaagag 


ttgtattaca 


acccttcaca 


ataaggttac 


tgtccacaag 


cttttcttgt 


gatccttttc 


tttttttttt 


ttcttttttt 


gagatggatt 


ctctgtcacc 


caggctggcc 


cgccttggcc 


tcccaaaatg 


ctgggattac 


agcgtgagcc 


accgcacctg 


gcccttgtga 


tccttttcta 


aaaagttaaa 


tatttaagga 


aaaaaccaca 


ttcttgtcac 


actgccaggt 


tagtcgttct 


ttgatatctt 


gcctggactt 


tatccaaaaa 


atccgtttca 


aaaattcaca 


tttagagcta 


agtgtagtgg 


ctcacgcctg 


taatcccggt 


cgaggcagat 


ggatcacttg 


aggtcaggac 


ttcaagacca 


gcctgggcaa 


tatggtgaaa 


ccccttccct 


accaaaaata 


caaaaaaatt 


agccgggtgt 


ggcagcacgc 


gcctgtagtc 


ccagctactt 


ggaatgctga 


ggcacaagaa 


tcacttcaat 


ccgagaggca 


gaggttgcag 


tgagccaaga 


ccacaccact 


gcactccagc 


ctgagcagca 


gagtgagtga 


gactccatct 


ccaaaaaaaa 


aaaaaaaggt 


tcacattcag 


aagaaagcta 


aaggccgggt 


atagtagctc 


acacctgtaa 


tcccagcact 


ttgggaagcc 


gaagcaggaa 


gattgcttga 


tgccaggcat 


tcaagaccag 


catgggcatc 


atagtgagat 


cctgtctcta 


caaaaattaa 


ttaacattaa 


aaattaaaaa 


gatggctggc 


atggtggctc 


actcctgtaa 


tcccagtact 


ttgggaggcc 


aaggcatggt 


ggtgcatgcc 


tttagtccca 


gctactcggg 


aggctgaggc 


aggagaatca 


cttgaattca 


ggaggcggag 


gttacagaga 


gccgagatgg 


tgccactgca 


ctccagcctg 


ggcgacagaa 


cgagactctg 


tctgaaaaaa 


aaaaagaaaa 


ttaaaaagac 


cagaataaag 


ctaaagattt 


aaaatagcct 


ataggttcct 


accagaagtt 


accagctacc 


tctctgatag 


tctttcccta 


caatatcctc 


ctggattatt 


acattttagc 


accttgacct 


atctgatgtc 


ctgcatacac 


aggcatggtc 


ctgctcaggg 


tttgccttct 


ctgctccctc 


tttcttggaa 


tgctcttccc 


ctaattgttg 



6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7800 
7860 
7920 
7980 
8040 
8100 
8160 
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c a. ti a. 0 ti 0 1: 0 1: 


ttctttacat 


tattaagcta 


tcctctagtc 


tcacctcagt 


gaaacctttc 


ctcjact" cccc 

V» Wii V«* \tm \^ \^ \^ 


ccatcf tacat 


ctcaccccca 


cataoatatt 


craactaccta 


tttcccctta 

w W W» \^ V* W W 


x*» w w 


tttttctctt 


taat^gcactit 


attcccatgt 


attctttaat 


tccgtatcaa 


ctzgtcta.cca 


cactagaatia 


t gage tc tat 


0acraQca00C 


tttattttgt 


aaactgctac 


atttctatct 


cctagaatag 


tacttgaata 


tagtagtaga 


tacttaataa 


acacttgtta 


tat^ta^t-at^a 


ataaatigaac 


taatctcagg 


aatgccttgg 


ttttgtggat 


agacaggtag 


0crati000aac 




tattttctga 


agtttttatt 


tttaagctta 


ttattatttt 


0acrati0cra0ti 


ccagctctgt 


C0cccacrcrtt 


ggagtacagt 


ggcgcgatct 


tggctcactg 


caac9fti^cac 


ttccccggtt 


caagcgattc 


tcctgcctta 


gcctcccaag 


tacictcrcrQat 


tiaca^gcgca 


tigccacca^g 


cccagttagt 


tttggtattt 


ttagtagaga 


cagcgtttca 


ctgtgttggc 


caggctggtc 


tcgaaatcct 


gacctcatga 


tccgcccgcc 


tcggcctccc 


aaaticrcticrcicr 


atitiacaaoca 


tgagcccccg 


tgtctggcct 


tattttcttt 


tttttgagac 


acracrt cttcc 


tctCTtcacct 


acrcrctiQQacrt 


gcagtggcac 


gatattggct 


cactctgcaa 


cctccacctc 


ca00atitcaa 


gtgatccttc 


taccttagtc 


tccaaagtag 


ctgagaccac 


aaocatiacac 


caccacaccc 


a0C taatttt 


tgtattttta 


gcgtagacag 


ggtttcacca 


tattgtccag 


gatgatc tgg 


aactcctgag 


ctcaggtgat 


ccacccacct 


cagcctccca 


aaCTtQctaoQ 


attacaCTQca 


taaoocacca 


tgcccggcct 


taagcttatc 


attttctaaa 


tttcctttaa 


toacrtactta 


ttacactcrtt 


tttacaaaQt 


aatcacaaac 


caaacatcat 




a a CT t" era tr* t* a 

cmy vy cl w> ^ i» ca 


at'aacracrt'ac 


acaotaccat 


ctotaaacrtQ 


ttCttQCCaQ 

w w X^ W w X^ X^^*^J 




ctcraataatt 


aaocctcrtaa 


CTtctaQtt ta 


taggaaataa 


ggctagagga 


acaao'ttiaa.a 


cctcaccata 


crcrcttataca 


at caQcaaaa 


tccaGaatCQ 


Gcrcaaactcc 


acaaatcaaa 


tcracctaatt 


1 1 aaaaat aa 


atoacaacrcro 


acraaaaaQta 


aciaQacacct 


a t" a era t* r* a era 


acTaf*ar't" t"crcf 


crcrr't" crcrcroa t" 
y y ^ y y y ^^ci i« 


OCT t" crcr e* t" e^a p 

yy wyy^Uiwci^ 


a CP t" crt" aa t" p 


ppacTPap t" tt 




crcrr'a ercrr*crCTa 
y y w^ciy y v.#y y w 


tr'arr't'cracrcr 

Lv ^ d ^ w L« M CLy y 


t" r'acroracrt" t" p 




Qcicpaacatcr 


gtgaaacccc 


aactctacta 


aaaatacgaa 


aaatcagccg 


ggcgtggtgg 


cgcacgcctg 


tagttccaac 


tacctgggag 


gctgaggcag 


gagaatcact 


tgaacttggg 


aggcagaggt 


tgcagtgagc 


cgagatcgca 


ccattgcatg 


ccagtctggg 


ctacaaaagc 


aaaaccccat 


ctcaaaaaaa 


agaagacact 


tgggtttggg 


tgtgttggct 


catgcctgta 


aaccccgtgc 



8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
9720 
9780 
9840 
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tgggaggatt 


gcttgagccc 


aggagttcaa 


ggctgcagtg 


aggtatgttt 


gcaccactgc 


9900 


actccagcct 


aggtgacaga 


gtgtgacctt 


atcttaaaag 


taataataat 


taaaataatc 


9960 


tggggtaggg 


gtggatatgg 


gtgaaacagc 


ttggccatga 


gttgatggtt 


gttggaccag 


10020 


ggtgatggtc 


catatagttc 


attttattat 


tttatttact 


tgaaattttg 


aaatacttga 


10080 


aattttccat 


attaagttaa 


aaaggcattt 


acagtaaaca 


aaaaaaaagt 


tctaggaagg 


10140 


aattcaaaag 


aaatataagc 


agaaaatttt 


gtctttatgg 


agcttaaaga 


tgagatgtgc 


10200 


acccacagtg 


atagtgcaga 


aaaatatatc 


actggaaatg 


aattcgtacg 


aactattatc 


10260 


aactaatctt 


ttaaatgctg 


atgatagtat 


agagtattga 


agggatcaat 


ataattctgt 


10320 


tttgatatct 


gaaagctcac 


tgaaggtaag 


gatcgtattc 


tctgctgtat 


tctcagttcc 


10380 


tgacacagca 


gacatttaat 


aaatattgaa 


cgaacttgag 


gccttatgtt 


gactcagtca 


10440 


taacagctca 


aagttgaact 


tattcactaa 


gaatagcttt 


atttttaaat 


aaattattga 


10500 


gcctcattta 


ttttcttttt 


ctccccccct 


accctgctag 


tctggagttg 


atcaaggaac 


10560 


ctgtctccac 


aaagtgtgac 


cacatatttt 


gcaagtaagt 


ttgaatgtgt 


tatgtggctc 


10620 


cattattagc 


ttttgttttt 


gtccttcata 


acccaggaaa 


cacctaactt 


tatagaagct 


10680 


ttactttctt 


caattaagtg 


agaacgaaaa 


atccaactcc 


atttcattct 


ttctcagaga 


10740 


gtatatagtt 


atcaaaagtt 


ggttgtaatc 


atagttcctg 


gtaaagtttt 


gacatatatt 


10800 


atcttttttt 


ttttttttga 


gacaaagtct 


cgctctgtcg 


cccaggctgg 


agtgcagtgg 


10860 


catgatcttg 


gctcactgca 


acctccgccc 


cccgagttca 


agcgattctt 


ctacctcagc 


10920 


ctcccaggta 


gctgggacta 


caggcacccg 


ccaccatgct 


tggctaattt 


ttgtactttt 


10980 


agtagagata 


aggtttcacc 


atattggcca 


ggctggtctc 


gaactcctga 


ccttgtgatc 


11040 


cacctgcctc 


ggcctcccaa 


agttctggga 


ttacaggcgt 


gagccaccac 


acccgactga 


11100 


catatattat 


ctattaggat 


gtaacatcat 


tttgaacagt 


gttttgtatt 


ttttgtgtcc 


11160 


atcagtgaaa 


gcaaactgca 


agcagttttg 


aaataagcac 


attgtgtttg 


agccttccca 


11220 


gtttctcctt 


tctgttcatt 


tctgcatatc 


cttatgcatt 


cccccttcta 


agggtcagtg 


11280 


tttgcccgct 


ttgtaatcat 


tgtgaagaca 


ggaaaggacc 


tgataccagt 


ttctatttag 


11340 


gccaaaattc 


atttatagca 


gtgattcaag 


ttatatttac 


gtatttgatg 


atcttgtctt 


11400 


ttgaaatgaa 


aatgtttgtt 


tcttaataaa 


agaatttcag 


aaaaagtaga 


gtaggtaatt 


11460 


tagtagaaca 


agtgggcttt 


ctccttttct 


ttatgttaag 


ctatggctca 


catcttacct 


11520 


taaatgtcaa 


ctaatttgtt 


tttaagtatt 


tatgtacctg 


gtacataacc 


tggtaccagg 


11580 
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tacaaactat 


gtacttggta 


aaaagtttat 


tagcacaaaa 


aggtatatga 


tgcaaagtat 


11640 


acttccctct 


taccctacaa 


cccctgcctc 


cctgttccct 


ccccagacaa 


ccacaatgat 


11700 


caatttctta 


tgtatccttt 


- _ - - — - — a_ ^ ^ ^ 

gaggaatttt 


taaattccag 


agttcttaac 


ttggggccta 


11760 


tgaatagtcu 


ttatgaattt 


cctagaatta 


uauutaaauu 


gtattcaaaa 


ctatggccat 




gtacattttt 


ctgggaagat 


agtccataat 


tttcatctga 


gtgagctaag 


atcatgccac 


11880 


tgcattccag 


cctgggcgac 


aagagggaga 


ctcaaaaaaa 


aaaaaaaaaa 


gtcccagtat 




ttactacaga 


gagctaaaga 


utaaccttca 


aagccctggg 


gctttcaatt 


cacccggacg 


T O A A A 


agaatctttc 


tggaatgaac 


tgtatgtttt 


cctgtcagct 


tgagtaacaa 


at^gctgaaca 


T O A C A 


tactatacta 


ttattacagg 


gactcaaggg 


cccagtgtgg 


tagctcctgc 


ccat.aacccc 




agcactttgg 


gaggccaagg 


caggaagatc 


acttaaggcc 


aggagttcga 


agctgtagtg 


12180 


agctatgatc 


acaccactgc 


actccagcct 


agatgacaga 


gtgagaccct 


gtcttttttt 


12240 


ttttttgaga 


tggtgtttca 


ctctattgcc 


caggctggag 


tgcagtggtg 


tgatctcggc 


12300 


tcactgcaac 


ctccacctcc 


tgggttcaag 


cgattctcct 


gcctcagcct 


cttgagtagc 


12360 


tgggattaca 


ggcatctgcc 


accacaccca 


gctaattttt 


gtatttttag 


tcgagacagg 


12420 


gttttcacca 


tgttggccag 


gctgctctca 


aactcctigac 


ttcagctacc 


ttggccctaa 




aaagtgttgg 


gattacaggt 


gtaagccacc 


gcgcctggct 


gaccctgtct 


c^taacaaaa 


1Z54U 


aaagagagat 


taagttatga 


atatagttgc 


tttgagaact 


tgtggaagaa 


ggaaattata 


12600 


ggcttatagg 


cagagataat 


aatacgagca 


aatgtacaaa 


taaaagaaaa 


tagaggacgg 


12660 


gcgcggtggc 


tcacgcctat 


aataccagca 


ctttgggagg 


tcgaggtggg 


cggatcacga 


12720 


ggtcaggaaa 


ttaagaccat 


cctggccaaa 


atggcgaaac 


actgtctcta 


ctaaaacaca 


12780 


caaaaaacta 


gcctggcatg 


gtggcacgta 


cctgtagtcc 


cagctacttg 


gtaggctgcg 


12840 


gcaggggtat 


cacttgaacc 


tgggaggcag 


aggttgccct 


gagccgagat 


catgccaatg 


12900 


cactccagcc 


tgacaacaga 


gtgagactct 


gtctgaaaaa 


aaagaaaaga 


aaagaaaata 


12960 


catccaggaa 


aaataagcta 


actttgcata 


tgtgtatagg 


agttgtgtta 


gaaaaggaag 


13020 


aagccctcaa 


agatgggaag 


ccatttgcaa 


gaaagagaag 


gtccaagagg 


aggcagaagg 


13080 


gattggaaat 


agaaaaagga 


tgtaagaaag 


agttgattat 


tactcataaa 


cagtaatgaa 


13140 


ggaaaaggag 


agtaattcta 


caggaagatg 


ctgaggtgct 


ttgagcccag 


tgaagttgga 


13200 


ggtaaagaca 


gctgttgagg 


ccgggcacgg 


tggctcacgc 


ctctaatcct 


agcacttttg 


13260 
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gagcccaagg caggtggatc acctgaggtc aggagctcaa gaccagcctg accaacatag 13320 

agaaacccca tctctactaa aaatacaaaa ttagacgggc gtggaggcgc atgcctgtaa 13380 

tcccagttac ttgggaggct gaggcaggag aatcacttga acctgggagg cggaggttgc 13440 

agtgagccga gattgcgcca ttgcactcca gcctgggcga caagagtgaa aactgtctca 13500 

aaaaaaaaaa acaacaaaaa acagctgttg agattgagag gattagagtt ggcaactgga 13560 

gaagagtgag aagcttggtt tcaagcttgt gatagtcagg attgtgatag tcaggaaaga 13620 

accagtcata aagatatatg tgtgtgtata catataaata tgttatatat atgtgtgtgt 13680 

gtgacacata tatatttttg tttgtttctt tgagacagtg tctccctctg acacccaggc 13740 

tggagttcag tggtgtgatc atagttcact tttaccttgc aatctgggtt caagcaatct 13800 

ctcatctcag cccctcaagt agctaggact acaggtacat ggcatttgcc cagctaattt 13860 

ttaagtttct tgtagagatg ggccagccat attttaaatt gtgttttgaa tgttatatta 13920 

gaattaaaag tccaaagccg ggtgtggtgg ctcacgcctg taatcccagc actttgggag 13980 

gctgaggtgg gcggatcacg aggtcaggag ttcgagacca gcctggccaa tatggtaaca 14040 

ccatctctac taaaaataca aaaattagct gggtatgggg gcacatgcct gtagtcccag 14100 

ctactcagga ggctgaggca gaggaacctc ttgaacccag gaggcagagg ctgcagtgag 14160 

ttgagatcgt gccactgtac tctagcctgg gcgacagagc aagattccgt ctcaaaaaaa 14220 

aaaaaagtcc agtataatgc ccatgtgata gatcgacttt ttcatgaaat ctcttctgta 14280 

atatcaatat aatctgaata acactttgat ctatatgatg agaaagctgg gagcctggga 14340 

gcgatacccc catgcttttg ttgtattaat tgtattttct acggataaac tctaattgct 14400 

aaaaataaaa caactttatt gacccaagca agcctaaagt tctgaaatct tttttttatt 14460 

tttgtttgtt tgtttgtttg tttttgtttg ttttgttttg agacggagtc tcgctctgtc 14520 

gcccaggctg gagtgcggtg gtgcagtctc ggctcactgc aagctccacc tcccgggttc 14580 

acaccattct cctgcctcag cctcccaagt agctgggact acagacgcct gccaccacgc 14640 

ccagctaatt tttttgtatt tttagtagag aaagggtttc accgtgttag ccaggatggt 14700 

ctcgatctcc tgacctcgtg atctgcccgc cttggcctcc ctaagttctg ggattacaag 14760 

tgtgagccac cacgcccggc tgtttttttt tgttttgttt tgagacggag tctcactgtg 14820 

ttgcccagac tggagtgcag tggcatgatc tcagctcact gccacctcca tctcctgggt 14880 

tcaagcaaat ctcctgcctc agcctcccga gtagctggga ctacaggcat gtgccaccac 14940 

acctggctaa tttttgtatt tttagtagag acggggtttc actatgttgg ccaggctggt 15000 
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ccaaaactcc tgacctcagg tgatctgctc gccttggcct cccacagtgc caggattaca 15060 

ggcatgagcc accttgccca gccagttctg aaatctttta tgaagcctat aaaaaaagat 15120 

aataatacca atctagaaaa tatttcttaa ggcagtcatg cattagtttg aactttccaa 15180 

acaaaaaaat gcaatgtgta atactttttt tttttttttt gagatggagt cttgttctgt 15240 

tgcccaggct ggagtgcagt ggtacaatct cggctcactg cagcctctgc ctctctggtt 15300 

caagtgattc tcctgcctca gcctcccaag tagctgggat tacaggcgtg caccaccatg 15360 

catggctaat ttttgtattt ttagtagaga cagggtttca ccatgttgac aaggctgatc 15420 

tcgaactcct gacctcaggt gatccgccca cctcagcctc ccaaagtgct gagattacag 15480 

gcattagcca ccacgcccag ccttttattt tagtagagac catgtttcac catgttgacc 15540 

aagctggtct tgagctgacc tcaagtgatc cgcccacctc cacctcccaa aatggtggga 15600 

ttataggcat gagccaccgc acccagcctg taatactttt ttgaagatct agaaccacat 15660 

tgttcaaaga gatagaatgt gagcaataaa tgtaacttaa atttttcaac agctactttt 15720 

tttttttttt tttgagacag ggtcttactc tgttgtccca gctggagtac agtggtgcga 15780 

tcatgaggct tactgttgcc ttgacctcct aggctcaagc gatcctatca cctcagtctc 1584 0 

ccaagtagct gggactgtaa gtgcacacca ccatatccag ctaaattttg tgttttctgt 15900 

agagacgggg tttcgccatg tttcccaggc tggtcttgaa ctttgggctt aacccgtctg 15960 

cccacctagg catcccaaag tgctaggatt acaggtgtga gtcatcatgc ctggccagta 16020 

ttttagttag ctctgtcttt tcaagtcata tacaagttca ttttctttta agtttagtta 16080 

acaaccttta tacatgtatt ctttttctag cataaagaaa gattcgaggc cgggtgcggt 16140 

ggctcacgcc tgtaatccca gcactttggg aggctgagat gggcacatca cgaggtcagg 16200 

agatcgagac catcctggct aacatggtga aaccccgcct ctactaaaat tacaaaaagt 16260 

tagccaggcg tggtagcggg cacctgtagt cccagctact caggaggctg aggcaggaga 16320 

atggcgtgaa cccaggaggc agagcttgca gtgagcagag attgtgccac tgcactccag 16380 

cctgagagac agagcgagac tccgtctaaa aaaaaaaaaa aagattcgaa tccttatctt 16440 

ggttgatttt tgcgtatcta gttccactga attatttata taattgtata gactacagca 16500 

cgagacagct tagcttgtca ctctactgta ctatattctg cagtactatc ataagggaat 16560 

ttcctcccta cccctgctct gaattgttca attgtactat ttgctggagt aatgcttgat 16620 

gccttcttga tccattatac tagagtatat gtagtatttg tagattctga aggagtggga 16680 
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gcctctattc 


tgagttttaa 


aggtacttat 


gtacagtgga 


ggtagctttt 


tgacagcctc 


16740 


atcttccaaa 


ctatagagtc 


attgttttgt 


tgagtgcaat 


atggtacttg 


aagcatctat 


16800 


atcggcgaag 


aaggacccaa 


gtctccttga 


ccttacctac 


ctacattcac 


tttctctggt 


16860 


aggaagattg 


tgggtgcctc 


tctccagact 


tagtttccat 


gtcaaaaaag 


aaaaaaggaa 


16920 


gattgtgggc 


tttgctacaa 


tccaattctg 


gatccaatat 


aaccttcatt 


gcttaattac 


16980 


tgtgtgatct 


gggacaagcc 


tctactctat 


aaaaatgaag 


ataaggccag 


gcttgatggc 


17040 


tcatgcctgt 


aatcccagca 


cgttgggatg 


ccaaggcagg 


aggatcactt 


gaggtcagga 


17100 


gttcgagacc 


agactgggca 


atatagtgaa 


accacatctg 


tacaaaaata 


aagatagaaa 


17160 


gtagcccagc 


gcaatggctc 


acacctgtaa 


tcccagcact 


ttgggaggct 


gaagcaggcg 


17220 


atcacttgag 


gtcgggagtt 


caagactgta 


gacagataga 


taggtaggta 


gatagatagg 


17280 


taggtagata 


gatagagata 


tagatatagt 


tggggttttt 


ttgttttgtt 


ttgttttgtt 


17340 


tttgagatgg 


agtttcgctc 


ttgttgccca 


ggctggagtg 


caatggcgcg 


atctcagttt 


17400 


actgcaacct 


ccgcctcccg 


ggttcaagag 


attctcctgc 


ctcagcctcc 


tgagtagcca 


17460 


ggattacagg 


catatgccac 


catgcccggc 


taatttttgt 


atttttagta 


gagacagggt 


17520 


ttctccgtgt 


tggtcaggct 


ggtcttgaac 


tcctgacctc 


tcccaaagtg 


ttgggattac 


17580 


aggcgtgagc 


caccgctcct 


ggcctttttt 


tttttttttt 


tttttttttt 


gagacagagt 


17640 


cttcctctgt 


tgcccagggt 


ggagtgcagt 


ggcactcttc 


tcagctcatt 


gcaacctctg 


17700 


ccatcctggg 


ttccagtgat 


tctcatgcct 


cagcctccca 


agtagctggg 


actcaggcgt 


17760 


gtgcccacca 


cgcctggcta 


attttgttgt 


atttttagta 


gagacagggt 


ttcaccatgt 


17820 


tagccaggct 


ggtctcaaac 


tccaggcctc 


aagtgatctg 


cctgcctcag 


cctcctggga 


17880 


ttgcagacat 


gagccactgc 


acccggccaa 


gagagggtaa 


taaatgttaa 


attacctggc 


17940 


tagtaaaaaa 


tattctctaa 


gtgtcttttc 


tcacaattcc 


caatgccttt 


tttttttttt 


18000 


tggcacaatc 


tcactctgtt 


gcccaggctg 


gaatgcaatg 


gtgcaatatt 


ggctcactgt 


18060 


aacccccgcc 


tcacaggttc 


aacttattct 


catgcctcag 


cctcccgagt 


aactgggact 


18120 


acagtgcacc 


accaccacac 


ccagctaatt 


tttgaatatt 


tagtagagac 


agggtttcac 


18180 


catgttggcc 


aggctggtct 


tgaactcctg 


gcctcaagtg 


attcacccac 


cccgcaagtg 


18240 


ctgggattac 


aggtgtggac 


caccgtgcac 


agccctagtg 


actttttttt 


tagcccctta 


18300 


atcttttctt 


tcctgggtct 


cttcattgtc 


agtgtctgct 


atttactccc 


tacctagtca 


18360 


cccccttcac 


cagtatatta 


tgtcctttat 


gttttatttt 


gcaggatctt 


attttgcttt 


18420 
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4- y<-^ 4- ->'f-4-^'>>«>t4- 


cccctccatc 


t^agaatagta 


ctagacatag 


uaaauauugg 


uuguaugagc 


1 Q A Q n 
±o4oU 


gaatccfctgc 


cuuuaatit.au 


catcaccatti 


gcuCuCuCua 


cuCCugguCu 


atgatccact 




ttgagttaac 


uCutgcuauC 


tggtgtgaga 


taggagtata 


_4_4_4___^4__^ 


ctuacacgcg 


1 0 ^ A A 


gttatacttt 


tgtctcaaca 


ctgtttgtta 


aaaacacaaa 


aagcatcacu 


ttcccattta 


18660 


_ ^ _ _ A_ X. X_ 1^ 

atcatctttg 


gcctgggcac 


ggtggctcat 


gcctgtaatc 


ccagcactct 


ggaaggccaa 


T 0 T 0 A 


ggcagatgga 


tcaatttgag 


gccaggagbti 


caagactiagc 


caacatggtg 


aaactaaaaa 


1 Q *? Q A 


uacaaaaaau 


uagcugggua 


uggcggcgca 


uguc uguaau 


cccagcuacu 


^ggg^gg^^g 




aggcacgaga 


aucgcuugag 


ccuaggaggu 


ggaggccgua 


gcgagccgag 


au ugugucac 


X07UU 


taccctccag 


cctgggtgat 


agagtgagtc 


tgtctcaaaa 


aaaaaaaaaa 


aaaatt.aaga 


1 0 Q ^ A 


aaataaaaat 


cgtcggccag 


gcatggtggc 


tcacacctgt 


aatcccagca 


ctttgggagg 


19020 


cagaggcggg 


cagatcacga 


ggtcaggaga 


tggagaccat 


cctggctaac 


atggtgaaac 


19080 


cccgtctcta 


ctaaaaataa 


aaaaattagc 


cgggcatggt 


gctgggcgcc 


tgtagtccca 


l7l4U 


gctgctcggg 


aggctgaggc 


aggagaatgg 


cgtgaaccca 


ggaggtggag 


cttgcagtga 


T Q 0 A A 

19200 


gccgagatcg 


tgccactgca 


ctccagcctg 


ggagacagag 


cgagactccg 


tctcaaaaaa 




aaaaaaaaaa 


aaaattgtct 


tggtatttat 


tattgttgaa 


aatcgcttga 


tcacagatgt 


19320 


atgtatgagt 


ttatttctgt 


acugtcaatu 


ccatuttatt 


gatgtatgtg 


tctattctta 


19380 


tgctattacc 


acactttctt 


gattactata 


gcuutgtggt 


gaggtgttga 


gauuuuaaac 


19440 


caauracaag 


caccucacac 


gaactactta 


ccguuuacau 


ucgacuaugc 


agcatigaaat 


1 Q C A A 


aattacgaat 


acaucauuaa 


atatgccata 


utaacuuuua 


uuaaguuuua 


^ ^ a« ^ ^ a« 4a aK 

tgtgatcata 


1 Q C f A 

19550 


acagtaagcc 


atatgcatgt 


aagttcagtt 


ttcatagatc 


attgcutatg 


4- A av4. 4. 4- a^ aa. ai_ 4a 

tagtutaggu 


19620 


ttttgcttat 


gcagcatcca 


aaaacaatta 


ggaaactatt 


gcttgtaatt 


cacctgccat 


19680 


tactttttaa 


atggctctta 


agggcagttg 


tgagattatc 


ttttcatggc 


tatttgcctt 


19740 


ttgagtattc 


tttctacaaa 


aggaagtaaa 


ttaaattgtt 


ctttctttct 


ttataattta 


19800 


tagattttgc 


atgctgaaac 


ttctcaacca 


gaagaaaggg 


ccttcacagt 


gtcctttatg 


19860 


taagaatgat 


ataaccaaaa 


ggtatataat 


ttggtaatga 


tgctaggttg 


gaagcaacca 


19920 


cagtaggaaa 


aagtagaaat 


tatttaataa 


catagcgttc 


ctataaaacc 


attcatcaga 


19980 


aaaatttata 


aaagagtttt 


tagcacacag 


taaattattt 


ccaaagttat 


tttcctgaaa 


20040 


gttttatggg 


acatctgcct 


tatacaggta 


ttagaaactt 


actgcctttc 


tctaatgctt 


20100 
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ctagtgtaaa 


aacttgcaga 


cttatgtaaa 


gtagggctgt 


atcgccgtgc 


ccccattgtc 


20160 


tgttaatctt 


gtttttatat 


ttttgattgt 


gtttcctttt 


cttttttttt 


ttttttttaa 


20220 


gacagggtcc 


tgctctgtca 


ctgaggctgg 


agtgcagtgg 


cgtgatctcg 


gctcactgta 


20280 


gcctctgtct 


cccagcctct 


tcctgcctta 


gcctcccaaa 


tagctgggac 


tacaggcaca 


20340 


cgctaccatg 


cccggccaat 


ttttgtattt 


tttgtagaga 


tgaggtttta 


ccatgttgcc 


20400 


caggctggta 


actcctgagc 


tcaggtgatc 


tgcccacctc 


ggcctcccaa 


agtgctgggg 


20460 


ttcacaggtg 


tgtgtttatt 


tctatctaat 


tatttacaca 


aacacaatgt 


atttatatat 


20520 


tgtgtatctc 


ttctgctaca 


atgtaaattc 


tatgagagta 


gtaattttgt 


ctgtctcaac 


20580 


actgtttttc 


ctaagtttgg 


tacatagtag 


gcactcagat 


gcttaaagga 


atgaatgaat 


20640 


tgtgctttaa 


ttccacttta 


ctaaacccaa 


atctcccttt 


ggacattgtt 


atctatgtgt 


20700 


tttcaaagaa 


gtataatcat 


aatttgacag 


aaatccttga 


gaggcagaac 


taagtgaggg 


20760 


attgggcagg 


gttcagatgt 


taagaacagt 


aagctcagca 


gggtgtgatt 


gctcatgcct 


20820 


ataaccctag 


cactctagga 


ggctgaggtg 


ggatgattgc 


ttgaggccag 


gagtttgaaa 


20880 


tcagcctggg 


caacatagtg 


agaccccatc 


actaccaaca 


aaataaataa 


ataaatgtac 


20940 


atggtggcat 


atgcccatag 


tcctagctac 


ttgggaggct 


atagtgggag 


gatagcttga 


21000 


gtacagaagt 


ctgaggctgc 


agtgagctat 


gattgtggca 


ctgcatgcta 


gcctgggcaa 


21060 


tagagcaaga 


ccctgtctct 


aaattaaaca 


aaaaaaaaag 


tactctagtt 


ttctatgcaa 


21120 


tgcattatat 


ctgctgtgga 


tttagggcag 


tattatatca 


gataatttta 


ggcatttggt 


21180 


aggcttaaat 


gaatgacaaa 


aagttactaa 


atcactgcca 


tcacacggtt 


tatacagatg 


21240 


tcaatgatgt 


attgattata 


gaggttttct 


actgttgctg 


catcttattt 


ttatttgttt 


21300 


acatgtcttt 


tcttatttta 


gtgtccttaa 


aaggttgata 


atcacttgct 


gagtgtgttt 


21360 


ctcaaacaat 


ttaatttcag 


gagcctacaa 


gaaagtacga 


gatttagtca 


acttgttgaa 


21420 


gagctattga 


aaatcatttg 


tgcttttcag 


cttgacacag 


gtttggagtg 


taagtgttga 


21480 


atatcccaag 


aatgacactc 


aagtgctgtc 


catgaaaact 


caggaagttt 


gcacaattac 


21540 


tttctatgac 


gtggtgataa 


gaccttttag 


tctaggttaa 


ttttagttct 


gtatctgtaa 


21600 


tctattttta 


aaaaattact 


cccactggtc 


tcacacctta 


ttttatcaat 


cgtaaggtgc 


21660 


acatttttca 


catcttaaca 


tctctgaaat 


tgggaacatt 


ttactattga 


gggtgtgtca 


21720 


tttgtttaat 


ttgtgtgctt 


tctttcttag 


tgatacagaa 


aataatagtg 


caacttacat 


21780 


tgttggtgtc 


ttagctttag 


tgaaatacag 


tattgatagg 


caaatttctt 


agtgttaagg 


21840 
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atctgggcat ggtggtgtgt gcctgtagtc ccagctactt gggaagctga gacagaagga 23580 

tcacttgagt ccaggagatg tagactacag tgagctatga tcactccact gcacttcagc 23640 

gtgggcggca aagcaagatc tagttgcaaa aaaaaaaaga actggctggg tgcggcggct 23700 

aacacctgca atcccagcac cttgggaggc tgaggccagt ggatcatgag gtcaggagat 23760 

tgagaccacc ctggccaaca tggtgaaacc cggtctctac taaaaataca aaaattagct 23820 

gggtgtggtg gcacgtgcct gtaatcccag ctactccaga ggctgaggat ggagaatcac 23880 

ttgaacctga gagtcggagg ttgcagtgag ccgagattgc gccactgcac tccagcctgg 23940 

cgacagagcg agactccgtc tcaaaaaaaa aaaaaaaaaa gcttcacgcc tgtaatccca 24000 

gcactttggg aggccgagtc aagtggatca cgaggtgtgg agatcaagac tatcctggct 24060 

cacatggtga aagcccgtct ctactaaaaa cacagaaaaa ttagctgagc gtgatggcgg 24120 

actcctgtag tcccagctac tcgggaggct gaggcaggag aatagcatga acccgggagg 24180 

tggagcttgc agtgagccga gatcccgcca ctgcgatcca gcctgggcga cagagtgaga 24240 

ctctgtctca aaaaaaaaac aaaaaaactt agctgggcgt ggtggtatgc acctgtggtc 24300 

ctagctactt gggaggctga ggctggagca ttgctttaac atagagagtc aaggctgcag 24360 

ttgagctatg actgtgccac tggactccag cgcaggtgac tgagacccta tcttttaaaa 24420 

aaagggaaaa ttacttgaac ttaaaaggtg taattgttaa agaaaatgta gtgatttgct 24480 

ctgttgttac ttatatgtgc atgaatgatg gagatcttaa aaagtaatca ttctggggct 24540 

gggcgtagta gcttgcacct gtaatcccag cacttcggga ggctgaggca ggcagataat 24600 

ttgaggtcag gagtttgaga ccagcctggc caacatggtg aaacccatct ctactaaaaa 24660 

tacaaaaatt agctgggtgt ggtggcacgt acctgtaatc ccagctactc gggaggcgga 24720 

ggcacaagaa ttgcttgaac ctaggacgcg gaggttgcag cgagccaaga tcgcgccact 24780 

gcactccagc ctgggccgta gagtgagact ctgtctcaaa aaagaaaaaa aagtaattgt 24840 

tctagctggg cgcagtggct cttgcctgta atcccagcac tttgggaggc caaggcgggt 24900 

ggatctcgag tcctagagtt caagaccagc ctaggcaatg tggtgaaacc ccatcgctac 24960 

aaaaaataca aaaattagcc aggcatggtg gcgtgcgcat gtagtcccag ctccttggga 25020 

ggctgaggtg ggaggatcac ttgaacccag gagacagagg ttgcagtgaa ccgagatcac 25080 

gccaccacgc tccagcctgg gcaacagaac aagactctgt ctaaaaaaat acaaataaaa 2514 0 

taaaagtagt tctcacagta ccagcattca tttttcaaaa gatatagagc taaaaaggaa 25200 

ggaaaaaaaa agtaatgttg ggcttttaaa tactcgttcc tatactaaat gttcttagga 25260 
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gtgctggggt tttattgtca tcatttatcc tttttaaaaa tgttattggc caggcacggt 25320 

ggctcatggc tgtaatccca gcactttggg aggccgaggc aggcagatca cctgaggtca 25380 

ggagtgtgag accagcctgg ccaacatggc gaaacctgtc tctactaaaa atacaaaaat 25440 

taactaggcg tggtggtgta cgcctgtagt cccagctact cgggaggctg aggcaggaga 25500 

atcaactgaa ccagggaggt ggaggttgca gtgtgccgag atcacgccac tgcactctag 25560 

cctggcaaca gagcaagatt ctgtctcaaa aaaaaaaaac atatatacac atatatccca 25620 

aagtgctggg attacatata tatatatata tatatatcat atctatatat atatatatgt 25680 

aatatatatg ttatatatat attacatata tatatgttat atatatgtta tatatatata 25740 

atatatatat gttatatata tgttatatat atatatacac acacacacac atatatatgt 25800 

atatatatat acacacacac acacatatta gccaggcata gttgcacacg cttgtagacc 25860 

cagctactca ggaggctgag gcaggagaat ctcttgaact taggaggcgg aggttgcagt 25920 

gagctgagat tgcgccactg cactccagcc tgggtgacag agcaggactc tgtacacccc 25980 

ccaaaacaaa aaaaaaagtt atcagatgtg attggaatgt atatcaagta tcagcttcaa 26040 

aatatgctat attaatactt caaaaattac acaaataata cataatcagg tttgaaaaat 26100 

ttaagacaac agaaaaaaaa attcaaatca cacatatccc acacatttta ttattactac 26160 

tactattatt ttgtagagac tgggtctcac tctgttgctt atgctggtct tgaactcctg 26220 

gcctcaagca gtcctgctcc agcctcccaa agtgctggga ttataggcat gagctaccgc 26280 

tcccagcccc agacatttta gtgtgtaaat tcctgggcat tttttccagg catcatacat 26340 

gttagctgac tgatgatggt caatttattt tgtccatggt gtcaagtttc tcttcaggag 26400 

gaaaagcaca gaactggcca acaattgctt gactgttctt taccatactg tttagcagga 26460 

aaccagtctc agtgtccaac tctctaacct tggaactgtg agaactctga ggacaaagca 26520 

gcggatacaa cctcaaaaga cgtctgtcta cattgaattg ggtaagggtc tcaggttttt 26580 

taagtattta ataataattg ctggattcct tatcttatag ttttgccaaa aatcttggtc 26640 

ataatttgta tttgtggtag gcagctttgg gaagtgaatt ttatgagccc tatggtgagt 26700 

tataaaaaat gtaaaagacg cagttcccac cttgaagaat cttactttaa aaagggagca 26760 

aaagaggcca ggcatggtgg ctcacacctg taatcccagc actttgggag gccaaagtgg 26820 

gtggatcacc tgaggtcggg agttcgagac cagcctagcc aacatggaga aactctgtct 26880 

gtaccaaaaa ataaaaaatt agccaggtgt ggtggcacat aactgtaatc ccagctactc 26940 
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gggaggctga ggcaggagaa tcacttgaac ccgggaggtg gaggttgcgg tgaaccgaga 27000 

tcgcaccatt gcactccagc ctgggcaaaa atagcgaaac tccatctaaa aaaaaaaaag 27060 

agagcaaaag aaagaatatc tggttttaaa tatgtgtaaa tatgttttgg aaagatggag 27120 

agtagcaata agaaaaaaca tgatggattg ctacagtatt tagttccaag ataaattgta 27180 

ctagatgagg aagcctttta agaagagctg aattgccagg cgcagtgctc acgcctgtaa 27240 

tcccagcact ttggaaggcc gaggtgggcg gatcacctga ggtcgggagt tcaagaccag 27300 

cctgaccaac atggagaaac cccatctcta ctaaaaaaaa aaaaaaaaaa attagccggg 27360 

gtggtggctt atgcctgaaa tcccagctac tcaggaggct gaggcaggag aatcgcttga 27420 

acccaggaag cagaggttgc agtgagccaa gatcgcacca ttgcactcca gcctaggcaa 27480 

caagagtgaa actccatctc aaaaaaaaaa aaaaagagct gaatcttggc tgggcaggat 27540 

ggctcgtgcc tgtaatccta acgctttgga agaccgaggc agaaggattg gttgagtcca 27600 

cgagtttaag accagcctgg ccaacatagg ggaaccctgt ctctattttt aaaataataa 27660 

tacatttttg gccggtgcgg tggctcatgc ctgtaatccc aatactttgg gaggctgagg 27720 

caggtagatc acctgaggtc agagttcgag accagcctgg ataacctggt gaaacccctc 27780 

tttactaaaa atacaaaaaa aaaaaaaaat tagctgggtg tggtagcaca tgcttgtaat 27840 

cccagctact tgggaggctg aggcaggaga atcgcttgaa ccagggaggc ggaggttaca 27900 

atgagccaac actacaccac tgcactccag cctgggcaat agagtgagac tgcatctcaa 27960 

aaaaataata atttttaaaa ataataaatt tttttaagct tataaaaaga aaagttgagg 28020 

ccagcatagt agctcacatc tgtaatctca gcagtggcag aggattgctt gaagccagga 28080 

gtttgagacc agcctgggca acatagcaag acctcatctc tacaaaaaaa tttctttttt 28140 

aaattagctg ggtgtggtgg tgtgcatctg tagtcccagc tactcaggag gcagaggtga 28200 

gtggatacat tgaacccagg agtttgaggc tgtagtgagc tatgatcatg ccactgcact 28260 

ccaacctggg tgacagagca agacctccaa aaaaaaaaaa aaaagagctg ctgagctcag 28320 

aattcaaact gggctctcaa attggatttt cttttagaat atatttataa ttaaaaagga 28380 

tagccatctt ttgagctccc aggcaccacc atctatttat cataacactt actgttttcc 28440 

ccccttatga tcataaattc ctagacaaca ggcattgtaa aaatagttat agtagttgat 28500 

atttaggagc acttaactat attccaggca ctattgtgct tttcttgtat aactcattag 28560 

atgcttgtca gacctctgag attgttccta ttatacttat tttacagatg agaaaattaa 28620 

ggcacagaga agttatgaaa tttttccaag gtattaaacc tagtaagtgg ctgagccatg 28680 
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ctgcatacat gtaactagtg tttcttatta ggactctgtc ttttccctat agtgtgggag 30420 

atcaagaatt gttacaaatc acccctcaag gaaccaggga tgaaatcagt ttggattctg 30480 

caaaaaaggg taatggcaaa gtttgccaac ttaacaggca ctgaaaagag agtgggtaga 30540 

tacagtactg taattagatt attctgaaga ccatttggga cctttacaac ccacaaaatc 30600 

tcttggcaga gttagagtat cattctctgt caaatgtcgt ggtatggtct gatagattta 30660 

aatggtacta gactaatgta cctataataa gaccttctgt aactgattgt tgccctttcg 30720 

tttttttttt tgtttgtttg tttgtttttt tttgagatgg ggtctcactc tgttgcccag 30780 

gctggagtgc agtgatgcaa tcttggctca ctgcaacctc cacctccaag gctcaagcta 30840 

tcctcccact tcagcctcct gagtagctgg gactacaggc gcatgccacc acacccggtt 30900 

aattttttgt ggttttatag agatggggtt tcaccatgtt accgaggctg gtctcaaact 30960 

cctggactca agcagtctgc ccacttcagc ctcccaaagt gctgcagtta caggcttgag 31020 

ccactgtgcc tggcctgccc tttactttta attggtgtat ttgtgtttca tcttttacct 31080 

actggttttt aaatataggg agtggtaagt ctgtagatag aacagagtat taagtagact 31140 

taatggccag taatctttag agtacatcag aaccagtttt ctgatggcca atctgctttt 31200 
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tgtattggac gttctaaatg aggtagatga atattctggt tcttcagaga aaatagactt 32100 
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taagacttca 


gcttgtatct 


ggattaggct 


tattatgtag 


tagtaggaac 


40440 


attagaaata 


gttttaactc 


attaaataca 


catgttttat 


gggaaggttt 


tatatatata 


40500 


tttatatgta 


atgaatgtga 


acaaacaagg 


gtcagatata 


cactctgctt 


ccctccagac 


40560 


cagttccggc 


tgctctgctg 


cacatttcag 


gagtcttatt 


agaattagcc 


acattctgcc 


40620 
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cacttgccct 


tacttctcat 


atttcacaac 


tcctcctggt 


ggggacttta 


aggagacatt 


40680 


caaactaggc 


cttgaaagat 


gagaattttt 


ccaagtggaa 


aaagaggagt 


ggcagcaagt 


40740 


aaggtaaagg 


tacagagtca 


tggaattccc 


aggaaacgta 


aagttgtcat 


gtgttatagg 


40800 


aaaacaactt 


gtgtgagggg 


tgttgggaga 


aatgagagat 


aataccaggg 


tataaagggc 


40860 


cttttgaatg 


ctatgttgag 


gaattttatc 


ctaatggcag 


taatgactaa 


caattatata 


40920 


gtgttcaaaa 


agtataaatc 


agcagtggta 


taccactaag 


ggtttttttc 


ttttcttttt 


40980 


ttttttgaga 


cagagttttg 


ctctgttgcc 


caggctggag 


tgccgtggca 


cgatctcagc 


41040 


tcactgcact 


tccgccacct 


gggttcaagt 


gattcttctg 


cctcagccag 


tgtttcactg 


41100 


tgatggccag 


gatggagcac 


taagggtctt 


tatggaagaa 


aaagacatga 


taaacaaggc 


41160 


ttttagggaa 


cttctacagt 


aatgtagctg 


tattaaaagt 


agagatcaga 


gcagcatagt 


41220 


agaagtagaa 


ggctagagct 


aattgaagga 


gcacttcaga 


attagaatca 


agaagtctta 


41280 


gaaacctatt 


ggttttattc 


tccctaatgt 


atttggccac 


ttacctgctg 


gggaatttgt 


41340 


ctaagttata 


aaaaataatt 


cctttgggaa 


acccaaagga 


aagttatcta 


ttaataatta 


41400 


ccccactact 


ttttctgatt 


tatgtaatgg 


ccacgtagag 


gttagatgtg 


atggttgtga 


41460 


cagtagtgac 


taatacagcc 


tgtgaagcat 


tttggtcaga 


tatctatgtg 


ctttcattcc 


41520 


aggttgactg 


aggcaagact 


ttggctaggg 


tttgatcagt 


gatgtaacta 


ctcacgagta 


41580 


ccacgtggtg 


gcaatggcat 


tgctgcagac 


cttggcagca 


aagcagtgtt 


agagtagcag 


41640 


tagaaacctt 


tgtgaagcta 


ggaatacatt 


ttctggtcat 


aaaaacctcc 


tgaaaattgt 


41700 


gaactcagtg 


tagcaggaga 


aagaagatgg 


cttgttttta 


gtaaagggca 


aagtcatttt 


41760 


taaggatcag 


aagaagaaac 


ggagagtgaa 


acaatgtgtt 


cctgccctac 


tcccccactg 


41820 


gactttttgg 


caaccattgc 


tgttccttct 


aaaagtgatt 


tttaaacatg 


tatattttga 


41880 


agccaggcac 


agtgactcac 


gtctgtaatc 


ccagcacttt 


gggaggccga 


ggcgggcaga 


41940 


tcacctgagg 


tcaggagttc 


aagaccagcc 


tggccaacat 


ggtgaaaccc 


cgtctctact 


42000 


aaaaatacaa 


aaattaggcc 


aggtgtggtg 


gctcacgcct 


gtaatcccag 


cactttggga 


42060 


ggccgaggcg 


ggaggatcat 


gtggtcagga 


gatccagacc 


atcctggcta 


acacggtgaa 


42120 


acaccatttc 


tactaaaaat 


acaaaaaatt 


agctgggcat 


ggtggcgggc 


gcctgtaatc 


42180 


ccagctactc 


aggaggctga 


agcagaagaa 


tggcttgaac 


ctgggaggcg 


gagcttgcag 


42240 


tgaaccaaga 


ttgcgccact 


gcactccagc 


ctgggcaaca 


aagtgagact 


ccgtctcaaa 


42300 


aaaaaaaaaa 


aaaattagtc 


gggcatggta 


acaggtgcct 


gtaatcccag 


ctacttgaga 


42360 
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gtaggcggag gttgcagtga gccaagatcg 42420 

gcaagactgt ctcaaaaaaa ataaataaat 42480 

aaactcctta catacctaaa ttctttgttt 42540 

ttgaaatgga ccaataaaca acaggagccc 42600 

cagtaactat ccttacaggc tttctcaggg 42660 

gtccttgcta atgatctcta ggtggacaca 42720 

cagcaccatg agggctatat cctcagtact 42780 

aatagttgtc taattaactg agcaaacaga 42840 

tgttagaaac taaaggttca ggtcaggcac 42900 

gggaggccga ggcgggctga tcacttgagg 42960 

agtaaaaccc tgtttctaca aaaattacca 43020 

taatgccagc tacttgagag gctgaggtgg 43080 

tgcagtgagc cgagatggtg ccaacctggg 43140 

agaaagaaag aaaagaaact aaaggttcaa 43200 

gccagtaatc taggcaggat tactgatagt 43260 

gccatagata gagggctttt ttcaacatta 43320 

gaactaacct aaatgtctga tgaatctcac 433 80 

aataaaatgt taacagattc atgctaattt 43440 

tattttttca ctccctagct ttaaaagaaa 43500 

catcaagtct atttggggga atttgaggat 43560 

atttcatggg cattaattgc atgaatgtgg 43620 

tagttccata ctaggtgatt tcaattcctg 43680 

atttaatgga aagcttctca aagtatttca 43740 

cagagggata ccatgcaaca taacctgata 43800 

gctgtgttag aacagcatgg gagccagcct 43860 

tcttctgccc ttgaggacct gcgaaatcca 43920 

tgttggccaa acactgatat cttaagcaaa 43980 

agagtaagga cctagctcca acattttatg 44 04 0 
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atccttgctc agcacatggg taattatgga gccttggttc ttgtccctgc tcacaactaa 44100 

tataccagtc agagggaccc aaggcagtca ttcatgttgt catctgagta cctacaacaa 44160 

gtagatgcta tggggagccc atggaagata catggtatac aacatagctc ttgctctatt 44220 

ggaagctaag tggaatggga gaaattggtg acaggcaacc ccataatttc agaaagctat 44280 

gaaaaagtac tcagacatat tccttataac actggtgtca catcacaaag acctatttaa 44340 

tgtgcttctg atttataggg agagacatcc tatacttcag gaactgcact ttgatccaca 44400 

gaaagcctag tgatgtagag ctcctgttag ttcaaaagga aaagaaaaga acaacacaga 44460 

aagcctaatt atgcaataga gtcaagtgct ttatagcaat gttacagtta tcaaaaaaaa 44520 

tccagatgga cctctgagag gatgccattg gagtaaccag gcagatgcag ttgatcagag 44580 

ctgacttcct ataagaagtg agcactgagc tgaggaataa tggcataaat gaaggaaagt 44640 

gagatggaaa tttgagtttt taattggaaa gacaatacat caggcagatt tttaaatagg 44700 

ggcaaacaaa cagacacata ggagatgcta ggcatggggt ccccactagg atgctgctta 44760 

gaaacatgca ggggtggtga gtactcccaa agtacacttc attcctagct cagtgattct 44820 

tatctgagtg ttaaagttcc ttcttcagca ccccgttcca cagtccaact gggaacttta 44880 

agacctttct tggagtcttt ctaggaactc aagtctgcta cttatacaga acagtggctt 44940 

tggtccccag ttgtgccttg cagtattttt gtgttcagga agaaacagta gctcttggat 45000 

aaagaagcta gctagaaact ctgttgctat ggcagtgctt caaaatgtat ttccttaaat 45060 

gctttctttg taactatctt catttagttc atctctcaga taatgagaga tcagagtccc 45120 

atccccagta taatactctt ctttagggta ctttcaccat cttcagtcta aacacagact 45180 

agactttcaa ttataatgtg taagatttaa aatgttatta ttgtgtgact ttgaatatct 45240 

gtgtaaatct actatctcct ctttggtata tacgtgtgtt tatttttttc tggagatctg 45300 

taactgaaat gcttaatttc tgaattgttt tggatatcac aacttaatac caacataagt 45360 

tttgagcctt tttctcccta aatctggtgt gagtctaact gaaactcaaa tgaacttttt 45420 

aaaaataatt ttttcttttc tttaattttt tttttaagta gagacaggga cgcactgtta 45480 

actaggctgg tcttgaactc^ctgatcttga gccatcctcc ccgacctgag cctcacctta 45540 

tagagagggt cttgctctgt tgcccaagct ggagggcagt ggcataatca cagctcactg 45600 

cagcctctcg acctcctcaa gcgatcctcc tgccttagcc tcccaagtag ctgggactat 45660 

aggcgtccac caccataccc agctaatttt tttttttatt ttttgtagag acaaggtctc 45720 

cctatgttgc ccaagttggt ctcaaactcc tggactcaag cagtcctctc acctcagcct 45780 
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cccaaagtgc tggggttaca ggtgtgagcc atggcacctg gccagaactt ctagtaaaaa 45840 

gaatattgtt gccgggtacg gtggctcacg cctgtaaccc cagcactttg ggaggccaag 45900 

gcaggcgaat cacctgaggt cgggagctcg agaccagcct gaccaacatg gagaaaccac 45960 

atctctacta aaactacaaa aaattagccg ggcgtggtgg cacatgcctg taatcccagc 46020 

tacttgggag ctacggtgcc tggcctagtt tattatttct taatatctgt tgtcttccag 46080 

tgtcttcctt aattcttcac aataccctgt acaatgctta gcacacagtg ggcagtctgt 4614 0 

aagtttatta aatgtttggt gtggcccata cttcctatcc acaaagaatg taacatgtta 46200 

agacatctag atgagggaat gatttaagag gaactacaat aatattctga aacttggact 46260 

ctggatctct gcatttagac tttcctaaac cagccagcaa gtagatcatc atgtcacaag 46320 

gcttaggttg ggcttgctgt tcagagaatg aattaaggat taaggagaaa aaaaagcaga 46380 

aaggttttgc tctgtttttc aggttctatt gagttgttaa cttctaacaa gttatcttat 46440 

ttgcttcatt gcatgaggcc cattgtagta agaagaggaa tttatatgct aaatgttctg 46500 

gtgatagaat gacttttctt tttttttaca gtccaaaggt cttttttttt tttttttaac 46560 

acctattatg ccatgaattc atagggaata ggttccagct gctcaggctc cttcccattg 46620 

gttctcacaa agtgtgcttc tctgggtgga gcaggctggt gcttcagttg aacccacgta 46680 

cctttctctt tggcttcttt ctttttctga tcattttcct tcacgcgttt caggaagctg 4 674 0 

tcttggctct tagagtgttt aatgtgctca atacgcacat taattctctt ggcaagaatc 46800 

ttgcccttaa cttgtttaca gcgatgccaa cagcatgctg ggtcacgttg tagacttttc 46860 

cagttttgcc atggtaacac ttgtggggca ttcctttttg aacagtaccc gttcccttga 46920 

tgtctacaat ttcacctttc ttacagattc gcatatacat ggccaaagga acaactccat 46980 

gttttctaaa aggcctagag aacatatatc aggtgcctct cctctttccc tttgtgttcg 47040 

tcattttggc aaattactga aagatggtgg ttctggccaa aaggaggaat gactttttaa 47100 

tagctgtgtt tgtatctgag ccttccctct gcctttcatt ttttttgttt tgttttgttt 47160 

tgtttttgtt tgagatgaag tttcactttt gttgcccagg ctggagtgca atggtgtgat 47220 

ttcggctcat tacaatgtcc gcctcagcct cctgggtagc tgggattaca ggcacccgcc 47280 

accacgccca gctaattttt gtatttttag tagagacagg gtttcaccat gttggccggg 47340 

ctggtctcaa actcctgacc tcaggtgatc tgtccacctc ggcctctcaa agtgctggga 47400 

ttgtaggcgt gagccacatc acctggccac ttttttaact ctttccaatg gttaattccg 47460 
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tttgatatgg 


ttccttggaa 


cttgcacatt 


accctttatc 


aattatcacc 


ctgtattggg 


47520 


ggtggggagg 


atgatacctc 


tcttcatagt 


tagatcctac 


ttactttcaa 


cagagttctt 


47580 


aacaatccta 


gaaactcaca 


ggtccagaaa 


agacaagcat 


aaaggaaact 


ataaataatg 


47640 


catttgaaga 


ctaactcagg 


aaatcaatga 


ttatttcccc 


ccaggctacc 


cagtgtctta 


47700 


aaaaaacagt 


ttaattaata 


caatcttttg 


tttcaatttt 


ctacctatat 


ttatggcttt 


47760 


tagcttttct 


aataaaagct 


caaaatgaat 


tacagtcatc 


agtgactttt 


taatgaatag 


47820 


aagacttttg 


caatttttaa 


ctatttgttt 


ttacttatta 


aatatttccg 


ccttggccag 


47880 


gcatggtggc 


tcacgcctat 


aatcccagca 


ctgtgagatg 


ccaaggcagg 


aggatcactt 


47940 


gagtttaaga 


gttctagacc 


aggctgggta 


tggtggctca 


tgcctataat 


cccagcactt 


48000 


tgtgaggcca 


aggttggcgg 


atcacctgag 


gtcaggagtt 


taagaccagc 


ctggccaaca 


48060 


tggtaaaacc 


ccatctctac 


aaaaaataca 


aaaattagcc 


aaggggtggt 


ggtgggcacc 


48120 


tataatccca 


tcttcttggg 


aggctaaggc 


aggagaatcg 


cttgaacctg 


gaggcagagg 


48180 


ttgcagtgag 


ccgagatcat 


gccactgtat 


tccagcctgg 


gtaacagagc 


aagactctgt 


48240 


ctcaaaaaaa 


aaaaaaagtt 


tgaaaccagc 


ctggtcaaca 


cagcaagaca 


cccatctcgt 


48300 


tgaaaaataa 


cggtcgggcg 


cagtggctca 


cgcctgtaat 


cccatcactt 


tgggaggccg 


48360 


aggcaggcag 


atcacctgag 


gtcgggagtt 


cgagaccagc 


gtgaccaaca 


tggagaaacc 


48420 


ccatctctac 


taaaaataca 


aaattagttg 


ggcgaggtgg 


tgcatacctg 


taatcccaac 


48480 


tacttgggag 


gctgaggcag 


gagaacagct 


tgaacctggg 


aggcagagag 


gttgtggtga 


48540 


gccaagatca 


tgccattgca 


ctgcagcctg 


ggcaacaaga 


gcaaaactcc 


atctcaaaaa 


48600 


aaataaataa 


ataaaaataa 


ataaataagt 


acttctgcct 


ttaagccact 


tcctagaagg 


48660 


cagtggcaca 


aagtgataca 


tttggaggag 


taaatatatt 


acaaaatgaa 


ttaggctggg 


48720 


cgcagtggct 


catgtctgta 


atccccgcac 


tttgggaggc 


caaggcgggt 


ggatcacttg 


48780 


aggtcaggag 


ttcgagacta 


gcctgatcaa 


cagggtaaaa 


tcccatctct 


actaaaaata 


48840 


ccaaaaaaac 


tagctgggcg 


tggtggcagg 


cacctgtaat 


gtcagctact 


aggaaggctg 


48900 


aggcaggaga 


atcgcttgaa 


cccaggaggt 


ggaggttgca 


gtgagccaag 


attgcaccat 


48960 


tgcacttcag 


cttgggcaac 


agagtgagac 


tccgtctcaa 


aaaaaaaaaa 


agaactaaca 


49020 


tgccagaact 


ttgccttcag 


tatgttttgt 


gatttttccc 


ttcttgtgcc 


atttcatcat 


49080 


tagttccatg 


tattatttaa 


gatttcttat 


caaccagcac 


cttgggattt 


ttttgtgtat 


49140 


gtgttggttt 


agggggttta 


tttgtttttt 


tctttttttt 


cggtaattga 


aaatgtgaag 


49200 
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50760 
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caaaaaaaaa 
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taaactttta tttatttatt tatttttatt tatttatttt tttgagacgg agtctcgctc 54360 

tgttgcccag gctggaatgc aatggctcaa tctcagctca ctgcaagctc tgcctcccgg 54420 

gtacacgcca ttcccctgcc tcagcctccc tagtagccgg gactacaggc gcccgccacc 54480 

acgcccagct aatttttttt tttgtatttt cagtagagac agggtttcac tgtgttagcc 54540 

aggatggtct tgatctcctg acctcgtgat ccacccgtct cggcctccca aagtgctggg 54600 

attacaggtg tgagccaccg tgctcggccc ataaactttt atttttaaaa taatgtcatg 54660 

ataaataata ttgcttaggt gtctttaata tattagtaac atttctgttt tattgtacat 54720 

caacatttat attcaaatta atgggtgaag agtactccat tggactaggt atatcgtaat 54780 

ttaatctcct attattggac aactacattg tttctaaaat tatactatta caagcattgt 54840 

tacagtgaac attcctatga ctaaaccttt gcatatatct tttatctccc taggatatat 54900 

ttctaaaact agcattgttg actgaaagtg taaatacgtg ttaaggtgtt tgctacataa 54960 

tgccatattt cctttttagg aaactaagct actttggatt tccaccaaca ctgtattcat 55020 

gtacccattt ttctcttaac ctaactttat tggtcttttt aattcttaac agagaccaga 55080 

actttgtaat tcaacattca tcgttgtgta aattaaactt ctcccattcc tttcagaggg 55140 

aaccccttac ctggaatctg gaatcagcct cttctctgat gaccctgaat ctgatccttc 55200 

tgaagacaga gccccagagt cagctcgtgt tggcaacata ccatcttcaa cctctgcatt 55260 

gaaagttccc caattgaaag ttgcagaatc tgcccagagt ccagctgctg ctcatactac 55320 

tgatactgct gggtataatg caatggaaga aagtgtgagc agggagaagc cagaattgac 55380 

agcttcaaca gaaagggtca acaaaagaat gtccatggtg gtgtctggcc tgaccccaga 55440 

agaatttgtg agtgtatcca tatgtatctc cctaatgact aagacttaac aacattctgg 55500 

aaagagtttt atgtaggtat tgtcaattaa taacctagag gaagaaatct agaaaacaat 55560 

cacagttctg tgtaatttaa tttcgattac taatttctga aaatttagat ctagataaag 55620 

ctatagtgtg gattatttta tgtatattta cttgagaaaa taattattaa atattagtgg 55680 

aaaagctata ctttgggtat gatataggac tttcgaattg gaattttcct ttctatctgt 55740 

aaaagcaagt aggtatagtt ttattcccca gaaggcatct ttttctcccc cttgtctcac 55800 

atgggtgaat ttaccagcat atttaactaa attcagactg gttccaaatg tactgccaga 55860 

tagtagcatt tctctagtgt ttgttttcat cctggcttgt aagaatgccc tgccacttct 55920 

gccctgcaat atcccttgct attaggattt tggcatcacc ttgggtcctt aatgccagaa 55980 

atgggaattg cttcatactg tggaaaaata cccattaaaa tattaagacc agtaaaacct 56040 
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cgtttctgct tgggctattt gtggatttca gacatcctga gaagtttacc acccctgtaa 56100 

ttaattgtca ttgtcatcac ttcataataa aaataattgc atggccgggc atggtggctc 56160 

aagcctgtaa tcccagcact ttgggaggct gaggtggtca gatcacctaa ggtcaggaga 56220 

tcaagaccag cctgaccaac atgaagaaac cccatcttta ctaaaaatac acaattagcc 56280 

gggcgtggtg gcgcatgcct ataatcccag ctactcagga ggctgaggca ggagaattgc 5634 0 

ttgaacccgg gaggcggagg ttgcggtgag ccgagattgc accattgcac tccagcctgg 56400 

gcaacaagag cgaaactctg tctcaataat aagaagaaga attgcgtgaa tatttcttta 56460 

aaactatgat gagataacat accagattat caaatggatt cagtagtggg tgtgccattt 56520 

attgcacact gagagatgac caagtcattc tgaaatatct ttattaatat atccttccta 56580 

ggatttttca tcctaacttc tccataggta gttacttagc ataacatctc tgtggccaga 56640 

tgtatcccac tactaaaagg gcaaagtaag ctgtggctgc cctggtagat acaatgagta 56700 

agtgcacagt gatggctata aatgttttca tctcataatc ccatgtccag accagcaatt 56760 

tgctctgaaa gctcttacct gtgtctgttt caatggctct tgatcacttg cctgcacgtc 56820 

cagaattcct tatttattca ttgaaaatta gcgttcttta tccctttgtt ttgcaagttc 56880 

agctttttag agatggctaa aatggtctaa tctttcttgg caaaggcaat tctgagctgc 56940 

agattagact acaagtggct tgggtacatg ttgtctttaa acaagcgaag aggaaaactt 57000 

tgagctctat tcagacttgg tgaagtgtgg taaatttatg atgaaagcta ctgactgtat 57060 

tacacatgat taattctgaa gcccatatta agatgatctt ttcagcagtt cagcattgct 57120 

cttctaactg aacagtttca aggctgggat ttcagcaatt aatcagttca gaattgctaa 57180 

tgatcctggc ggagggtggt agcaaaaggg ggaggatgtc attagcttct ctagcctgcc 5724 0 

ttttttcagt gccctgtggc agtatggagt gaggcaacat gaaagaaaga tggcctgacc 57300 

ttcatggcag tattgtgcaa cacgtaaata ctggtgtgag tggctgtggc tatggctagt 57360 

aaatgatggc ccttggtaaa caaagttatt tatcagacaa tacctaccag ctaggtcaac 57420 

tgtgcccata attgatctgg ttaatttctt ttgctgccta ttgattttta tttggttgat 57480 

agataatagc tagaggactc taaatttctt tggggaagaa catgaacccc ttctaagcct 57540 

tcttacgaga gaattgatcg cttttgcact gacctttagt aacatcctga tttcagtgtt 57600 

ttgtaactat cagagggttg agtcttggtt ttaagccatg tatatctgta gcataacttt 57660 

ctgtgtaggc tagttacctc tcagcttata aagtgtaggc tgataaattt atagtacagt 57720 
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agagtgtcac tatgcaaaga aacgatctta gggaatcgaa tgatatctgc tattaaagca 57780 

aaattaatat atattttttc tttttacttt tttttttttt taaagacatg aaatctcact 57840 

gtattgccca ggctggtctt ggtctcagac tcttgagctc aagcagtcct cccacctcag 57900 

cttcccaaag tgctgggatt ataggcatga gctgccgtgt ctggcccagt atatattttt 57960 

taagttttaa gttttgtggt acgtagtagg tttataatat tattttgaat ccttagttgt 58020 

aattttatgt ctgctgatgt gtacataatt tttattaaac tatttatttg agacttcagg 58080 

tatctttttt ttttttttga gacggagtct cgcactctcg cccaggctag agtgcagtgg 58140 

cgccatctcg gcttactgca agctctgctt cctgggttca cgccattctc ctgcctcagc 58200 

ctcctgagta gctgagacta caggtgcccg ccaccacgcc tggctaattt tttgtatttt 58260 

tagtagagac agggtttcac cgtgttagcc aggatggtct cgatctcctg accttgtgat 58320 

ctgcccgcct cagcctccca aagtgctgag attacaggcg tgagccaccg cgcccagccg 58380 

agacttcagg tgtcttagaa ttttttaaat gtaccctttc tgagaaaaac agagacttaa 58440 

agctaggata actggtattc tatttttttt tttttttttt ttttttacct ccagcctggg 58500 

tgacagagca agactctgtc taaaaaaaaa aaaaaaaaaa ttcactttaa atagttccag 58560 

gacacgtgta gaacgtgcag gattgctaca taggtaaaca tatgccatgg tggaataact 58620 

agtattctga gctgtgtgct agaggtaact catgataatg gaatatttga tttaatttca 58680 

gatgctcgtg tacaagtttg ccagaaaaca ccacatcact ttaactaatc taattactga 58740 

agagactact catgttgtta tgaaaacagg tataccaaga acctttacag aataccttgc 58800 

atctgctgca taaaaccaca tgaggcgagg cacggtggcg catgcctgta atcgcagcac 58860 

tttgggaggc cgaggcgggc agatcacgag attaggagat cgagaccatc ctggccagca 58920 

tggtgaaacc ccgtctctac taaaaaataa aaaaattagc tgggtgtggt cgcgtgcgcc 58980 

tgtagtccca gctactcgtg aggctgaggc aggagaatca cttgaaccgg ggagatggag 5904 0 

gttgcagtga gccgagatca tgccactgca ttccagcctg gcgacagagc aaggctccgt 59100 

ctcaaaaaaa aaaaaaaaaa acgtgaaaaa ataagaatat ttgttgagca tagcatggat 59160 

gatagtcttc taatagtcaa tcaattactt tatgaaagac aaataatagt tttgctgctt 59220 

ccttacctcc ttttgttttg ggttaagatt tggagtgtgg gccaggcacg gtggctcaca 59280 

cctgtaatct cagcactttg ggaggccgag gcgggtggat cacctgaggt caggagttcg 59340 

agaccagcct ggccaacgtg ttgaaacccc gtctctacta aaaatataaa aattaggtgg 59400 

gcgtggtggc aggcacctgt aatcccagct actcaggagg ctgaggcagc agaatcgctt 59460 
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gaacccagga ggtggaggtt gcagtgaccc aagatcgcac cattgcactc cagcctgggg 59520 

acaagagcga gattcttgtc tcaaaaaaaa aaaaaaaaaa aaaaggtttg gagggtggtg 59580 

agctgagata gtcaactatt aactcctatc tacctgctgg gactacactg gtgaggtgga 59640 

gcctaagtcc taaaacaaca agtgaggcag ctggacgcgg tggctcgcat cagtaatccc 59700 

agcactttgg gagcctgagg cgggcagatc acaaggtcag gagttcgaga ccagcctggc 59760 

caatatggta aaacccagtc tctactaaaa atacataaat tggctgggcg tggtggtgtg 59820 

cacctgtaat cccagctact tgggaggctg acacagaaga attgcttgaa ctctggaggc 59880 

tgaggttgca gtcagctgag atcctgccac tgcactccag cctggcgaca gagtgagact 59940 

ctgtctcaac aacaacaaaa gaaagaacaa gtgaggcaaa acctggagac cccagcttca 60000 

tgtaacacct agtttgagta ttgttgagag tttttcagga aaaaagtctg ataacagctc 60060 

cgagatagtc ttaacatatg aaaaagcaaa aaagggagga gacagatcat ttgtcctata 60120 

cctttctctt ttaaggtttt aattataact tgtgtaatac aggagacctc tgggtgtttt 60180 

tagttgacta taaactaaat ctgagtacac atttcagggc tgctaaaaat gcttatttga 60240 

aactgggccg tattaacaca agcagaggct ctggagcaag tgaagtacag atccagagcc 60300 

ccactgtatt ctccaatgga gtgattgcct gaaagatgat gtcagtttta agcaccgtgc 60360 

ttggttttta acatggtcac tgacaaattg gagagtgttt atccagaggt agatggtaaa 60420 

gatacataaa agtaacttga aatactgtct tttgaagaag aaatgagaag atttaaggaa 60480 

ataagacact gtcttcaagt atctgaagaa ccgttacccg gaagagaact gttatctgga 60540 

acaggattaa gactcactca tggggctcca gaaagcagac gagtgcatgg aggacgcaga 60600 

agatgcagat tgtgtggctc aactctaaaa tctttctaac aaaattagtt ctctggatgt 60660 

gttccagttc acttgatgat gattcttttg tttttgtttt tgtttttgag gtgtagtttt 60720 

tcactcttgt tgcccaggct gctggagtgc aatggcacga tcttggcttg ctgcaacctc 60780 

cccctcccgg gttcaagcga ttctcctgcc tcagcctccc gagtagctgg gattacagga 60840 

atgcaccacc atacctaatt ttgtattttt agtagagaca gggtttttcc atgtcagtca 60900 

ggctggtctt ggactcccga cctcaggtga tccacctacc tcggcctccc aaagtgctgg 60960 

gattacaggt gtgagccatc gcgcctagcc tatgatgatt cttttcacag agatacaggc 61020 

acttaaggag aggatctaaa ccccttggac acattgccgt tgaacttcta agatcttagg 61080 

tttccactta ctcatgaaaa ttataccaca gggtcagagg gtagtgttca ttggagccag 61140 
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gtgccagaac aagttattac aaactactat tttagagaaa aatgtcatta aagtttaaga 61200 

taccttaagc tataggtttg catcaaagtt aatgaaaggt aaaaagatgc caagcgtggt 61260 

ggctcaggcc tgtaatccca gcgctttggg gggccaaggc gggcagatca cgaggtcagg 61320 

agatcgagac catcctggct aacacggtga aaccccatct ctagtaaaaa tacaaaaaat 61380 

tagccgggca tggtggcggg catctgtagt cccagctact caggaggctg aggcaggaga 61440 

atggcatgaa cccaggaggc agagcttgcc gtgagctgag atccagccac tgcactccag 61500 

cctggctgac agagcaagac tgcatctcaa aaaaaaaaaa aaaaaaaaat gcaaatcaaa 61560 

tctaaagtag ttcagtcttt aaactcaaag ccaatacatt tgctttgaac tacaaatgaa 61620 

ctgaagtttt taagtgtaat aaatgttact aaatcggctt ttgtagcagt taaacaaaaa 61680 

acttcaaaaa ttgtaaggat tctgtgaggg agcatggctg ctgctgctgc tgctgcttgc 61740 

agatagcctg ctgtgtttag gatttagtta aatacatttc tcctgtttaa aactaaatgg 61800 

tctttcctta gtttgcttag ttcttcagaa gggcctttga aacactggga aataaacaag 61860 

tgattcttta gctactgctt tctgaaatac ttatataaaa gctctgcact gtattctccc 61920 

atccctctca ggggaatatt agagggttag gactccccag gtagacattc taggggtgaa 61980 

aatttgtcat tacattgaca tttcagattt aggttttcaa caatactgtt ttcttctttc 62040 

acatattgcc atctagtaat atagatgttc tccgtccaca ttaatcaaaa ctattgacat 62100 

ggataattcc taattccttg aacactataa tggagatcta tagctagcct tggcgtctag 62160 

aagatgggtg ttgagaagag ggagtggaca gatatttcct ctggtcttaa cttcatatca 62220 

gcctccccta gacttccaaa tatccatacc tgctggttat aattagtggt gttttcagcc 62280 

tctgattctg tcaccagggg ttttagaatc ataaatccag attgatcttg ggagtgtaaa 62340 

aaactgaggc tctttagctt cttaggacag cacttcctga ttttgttttc aacttctaat 624 00 

cctttgagtg tttttcattc tgcagatgct gagtttgtgt gtgaacggac actgaaatat 62460 

tttctaggaa ttgcgggagg aaaatgggta gttagctatt tctgtaagta taatactatt 62520 

tctcccctcc tccctttaac acctcagaat tgcattttta cacctaacgt ttaacaccta 62580 

aggtttttgc tgatgctgag tctgagttac caaaaggtct ttaattgtaa tactaaacta 62640 

cttttatctt taatatcact ttgttcagat aagctggtga tgctgggaaa atgggtctct 62700 

tttataacta ataggaccta atctgctcct agcaatgtta gcatatgagc tagggattta 62760 

tttaatagtc ggcaggaatc catgtgcagc aggcaaactt ataatgttta aattaaacat 62820 

caactctgtc tccagaagga aactgctgct acaagcctta ttaaagggct gtggctttag 62880 
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agggaaggac ctctcctctg tcattcttcc tgtgctcttt tgtgaatcgc tgacctctct 62940 

atctccgtga aaagagcacg ttcttctgct gtatgtaacc tgtcttttct atgatctctt 63000 

taggggtgac ccagtctatt aaagaaagaa aaatgctgaa tgaggtaagt acttgatgtt 63060 

acaaactaac cagagatatt cattcagtca tatagttaaa aatgtatttg cttccttcca 63120 

tcaatgcacc actttcctta acaatgcaca aattttccat gataatgagg atcatcaaga 63180 

attatgcagg cctgcactgt ggctcatacc tataatccca gcgctttggg aggctgaggc 6324 0 

gcttggatca cctgatgtcg ggagttcaag accagcctga ccaacatgga gaaaccccgt 63300 

ttctactaaa aatacaaaat tagccgggct tggtggcact tgcctgtaat tccagctact 63360 

cgggaggctg aggcaggaga atcacttgaa cctgggaggc gggggttgca gtgagctgag 63420 

atcgcatcat tgcactctaa cctgggcaac aagagcaaaa ctccatcaaa agaaaaaaaa 63480 

aatcgggtgc agtggctcat gcctgtaatc ctaacactgt gggaggccaa gacaggcaga 63540 

ttgcctgagc tcaggagttc gagatcagcc tgggcaacat ggtgaaaccc tgtctctact 63600 

aaaatacaaa aaattactca gcgtggtggc atgcgccttt agttccagct actcaggagg 63660 

ctgaggcagg agaatctctt gaacccggga ggtggaggtt gcaatgagcc aagatcgtgc 63720 

cactgcactc caacctggca acagagcgag actccgtctt aaaaaaaaaa aaaattttgc 63780 

agcgcaaacc aggatatcct ctgttctcat ttgttctaga tttcaaaaga aacagtcctt 63840 

tctttgggga aaagagaaag gaaaaggagt tttataaaag gaaagaaaag attcataaga 63900 

acaagaagtg ggcccacttg catatacctt tgtagaaaac tgttcactgt tgttgaagaa 63960 

aagctcttca tattaatatg cagtccagat gcagtggctc acacttataa tctcagccct 64020 

ttgggaggct gagacaggaa gattacttga ggccaggagt ttgaaaccag cctgggcaac 64080 

atagtgagac tctgtctcca caaaattttt ttttaattag ccgggcatgg cagtgtgctt 64140 

ctgtagtctt agctactgag gaagctaagc cagaagaatc acttgagccc aggagttcaa 64200 

ggctgcagtg agctatgatc ataccattgc actcttgcac ttgcacagag caagaccctg 64260 

tctcttaaaa aaaaaaaagt gtgtgtgtgc atatgcatat atacatatat atacatgcaa 64320 

atgtatctgt ttataattca gattgcttca aaaagatgtt gcactttatg atactgagaa 64380 

cagtgagaag taaataagat agagtgtagg aggaggaata atttcagaac agccatctga 64440 

gaacttctgt gacaacagat caggcaaaat gaaatgtgaa agtaatttta taggccaggc 64 500 

gtggtggctc atgcctataa tcccagcact ttgagtggcc aaggcaggtg gatcacttga 64560 
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tgtgtgtgtg tgtgtgtttt tttttagcag agtctcactt tgtcacccag gcgggagtgt 68040 

ggtggtatga tcacagttca ctgcagcctc caactcctgg gctcaagtga tcctccagct 68100 

tcagcttttc aagaaattgg gactgcaggc acatgcaact atgcctggct gaggttttat 68160 

gtatcttttt tctagagaag gggtctcact gtgttgccca gctgggtctc cagctcctgg 68220 

tctcaagctg tcctcctgcc tcagcctccc aaagtgccaa agtgctaggg ttataggtgt 68280 

gagccattgg tgcccagcta ctgcctgcct ggcaattctg aatgccttaa attttttttt 68340 

tttttttttt tttttttgag acagagtttc actctgtcac ccaggctgga gtgcagtggc 68400 

atgatcgtgg ctcacagcaa cctctgcctc ctggattcca gcaattctca tgcctcagct 68460 

tcccgagtag ctgggactac aggtgcatgc caccacgccc agctaatttt tggttttttt 68520 

gtttgtttgt ttgtttgttt tgagacggag tctcgctcag ttgcccaggc tggagtgcag 68580 

tggcgtgatc tccgctcact gcaagctccg cctcccgggt tcacgccatt ctcctgcctc 68640 

agcctcccga gtagctggga ctacaggcgc ctgccactac acccggctaa tttttttgta 68700 

ttttaagtag agacggggtt tcaccgtgtt agccaggatg gtctcgatct cctgacctcg 68760 

tgatccgcct gtctcggcct cccaaagtcc tgggattaca ggcgtgagcc accacacccg 68820 

gcctaatttt ttttttttta attttatttt taattttttg agatgcgaga tggagtctcg 68880 

ctctgttacc caggctggag tgcagtggca ccatctcagc tcactgcaac ctccacctcc 68940 

tgcattcaaa agattctcct gcctcagcct cccaagtagc tgggattaca ggtgcctgcc 69000 

accacgccca actaattttt tgtattttta gtagagatga ggtttcacca tgttggtcag 69060 

actggtgtcg aactcctgac ctcaagtgat ctgcctgcct cagtctccca aagtgctagg 69120 

attacagggg tgagccactg cgcctggcct gaatgcctta aatatgacgt gtctgctcca 69180 

cttccattga aggaagcttc tctttctctt atcctgatgg gttgtgtttg gtttctttca 69240 

gcatgatttt gaagtcagag gagatgtggt caatggaaga aaccaccaag gtccaaagcg 69300 

agcaagagaa tcccaggaca gaaaggtaaa gctccctccc tcaagttgac aaaaatctca 69360 

ccccaccact ctgtattcca ctcccctttg cagagatggg ccgcttcatt ttgtaagact 69420 

tattacatac atacacagtg ctagatactt tcacacaggt tcttttttca ctcttccatc 69480 

ccaaccacat aaataagtat tgtctctact ttatgaatga taaaactaag agatttagag 6954 0 

aggctgtgta atttggattc ccgtctcggg ttcagatctt agctgataag tggaagagct 69600 

gggactttaa gcagatgaga atctaaagac tttgctcttt tcacttcact ggggtgtctt 69660 

tctctctctc tctcttgctc tctctctctc tttttttttt tcccaagacg gagtctcact 69720 



54 



ccattgccca ggccagagtg cagtggtgcg atctcagctc actgaaaact catcttgccc 69780 

aggctggtct tgaacccctg accttgtgat cctcccgcct tggcctcccc aagtgctggg 69840 

ataggcgtga gccaccgtgc ccagccaata atagctaaaa tttatataat gttcactggg 69900 

ccaggcacag cggctcgttc ctgttatccc agcactttgg gaagctgagg caggcagatc 69960 

gcttgagcca aggagttcga taccagcctg ggcaacatgg caaaacccca tctctaccaa 70020 

aaaaaatata caaaaattag ccaggcgtgg tggcatgtac ttgtagttcc agctactcgg 70080 

aaggctgagt tgagagtatc tcttgagccc aagaagaggg gactacagtg aacggagatt 70140 

gcgccactgc actccagcct agacgacaga cagaagatct caaaagaaaa aaaaaaaaaa 70200 

aagatcactt tatgctggga ctgctctaaa ggcccaacca tgttttaact aattaacaat 70260 

tttatgacaa ctctatgagc tatgtactgt aattatgcct atattacaga tgtgaaaatt 70320 

gaggctcaga gaggttgaat aagttgctca aagtcacaca ggtaataagt gatggaacta 70380 

gaagttgaac tcaggaagtc tagctccaag tctaaattct ttgttaattt atttttcggg 70440 

ccagagtctt actctgtcac ccaggctgga gtgcagtgcc actatctctg ctcactgcaa 70500 

ccttcacctc ccaagttcaa accttgttca attcttgtgc cttggcctcc caagtggcta 70560 

ggattacagg catgtgccac aacaactagc taattttttg tctgattctg ttggccagtc 70620 

tggagtgcag tggcgcaatc tcagctcact gcagtctcca gctcccaggt tcaagtgatt 70680 

ctcgtgcctt agcctcccaa atagctggga ttacaggcac gtgccaccac accgagatag 70740 

ttttttgtat ttttaataga aacaaggttt caacatgttg gccaggctgg tctcaaattc 70800 

cagacctcag atcatctgcc cgcctcaggc tcccaaagtg ctgggattac aggcatgagc 70860 

cactgcaccc ggccttaatt tttatatttt tattagagat ggggttttgc catgttggcc 70920 

aggctggcct tgatctcctg gcctccagtg atccacccgc cttggcttcc caaagtgctg 70980 

ggattacaag catgagccac tgcacccggc ctccaattct aaactcttaa caacaatact 71040 

atagtttctt gaaaagttgt tgaaggcttc acggagggaa aaaaaatgga gcattctaac 71100 

aactttgcag atgagaccca agaagactca atgactttct cctgatcata ttgtagcaga 71160 

tgacttagcc agaactctga cttcctcaca gggagaaagt ctgcaagatt tcacacttac 71220 

ctgtcaggcc tgagctggct gctttctcag ctccctaagt gctatgttcc cagtctgctt 71280 

ttcttccttt ttcaagtgtg cactaccagg catttcagaa catcccaggc tggtcgcggt 7134 0 

ggctcacacc tgtgatccca gcactttggg agcccaaggc gggtggatca cctgaggtca 714 00 
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gccaataact ttgagtttct agccatccaa 74880 

tttcccttgc atctaacaag ttaaagcacc 74940 

tgattggtga caaaagtgag atgctcagtc 75000 

aggtcaacta catatgcact tcaagaagat 75060 

ggactgcttg tccctgggaa gtagcagcag 75120 

aaaagctctt cctttttgaa agtctgtttt 75180 

agattttcct tctctccatt cccctgtccc 75240 

gggggctaga aatctgttgc tatgggccct 75300 

gagaacccca gagttccagc accagccttt 75360 

tcccacgatg ggggttcctc agattgctga 75420 

cactctccaa acaaaacagc acctaaatgt 75480 

tcccccttct caagagcatg aaggtggtta 7554 0 

gatggcgttg agctgctgtt agtgccaaca 75600 

aaaatcaagg aggagttctc ctcttcctaa 75660 

cacagcagct ggcccaccac ggacgggccc 75720 

cttttttttt ttcttttttt ttgaggtcga 75780 

cgcgatctcg gctcactgca acctccacct 75840 

ctcccaaata gctgagacta caggcgtgtg 75900 

ttttttagta gagacggggt ttcaccgtgt 75960 

gtgatccacc cgcctcagcc tcccaaagtg 76020 

agccctctcc atgaacattt tctaattaaa 76080 

actgctataa agcttacctc tggagttgcg 76140 

ttggtttgtt cttttcacag caaaagctac 76200 

cagggactta ggtcctctta caccttagag 76260 

gagtgacagc aagaaaacct ggctgcaatg 76320 

tcaattggat ttttatgaaa tttccaagtt 76380 

tttggtatag tggaaaccag ggttgccaga 76440 

cttcgttcag tcagacagac aggagcacct 76500 

agagcaacat acatgaatgt cttgaagaac 76560 
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gagaatcgct tgagcctggg agctgaagac cagcctgggc aatacagtag gacctcatgt 78300 

ctacaaaaaa attattaaaa attagccaag gctgggtgcg gtggctcatg cctataatcc 78360 

cgggggtgaa gttgagccca ggagtttgag accagcctgg gcaacatggc aaaaccctgt 78420 

ctctaccaaa aatacaaaaa aattagccag gggtggtggt acgtgtctgt agttccagct 78480 

acttaggagg ctgagatgga aggattgctt gagcccagga ggcagaggtg gcagtgagct 78540 

gagatcacac cactgcactc cagcctgggt gacagagcaa gaccctgtct caaaaacaaa 78600 

caaaaaaaat gatgaagtga cagttccagt agtcctactt tgacactttg aatgctcttt 78660 

ccttcctggg gatccagggt gtccacccaa ttgtggttgt gcagccagat gcctggacag 78720 

aggacaatgg cttccatggt aaggtgcctg catgtacctg tgctatatgg ggtccttttg 78780 

catgggtttg gtttatcact cattacctgg tgcttgagta gcacagttct tggcacattt 78840 

taaatatttg ttgaatgaat ggctaaaatg tctttttgat gtttttattg ttatttgttt 78900 

tatattgtaa aagtaataca tgaactgttt ccatggggtg ggagtaagat atgaatgttc 78960 

atcacaaaaa cataaatcaa ggccgggcat ggtggctcat gcctataatt ccagcacttt 79020 

gggaggtcaa gatggaggtc aaggtgggag cctagaagtt cgagaccagc ctgggcaaca 79080 

taaggagact tcatctgtac aacaaattta aaaagtagct gggtgtggtg gcagatgcct 79140 

gtagtcgcag ctacttggga agctgaggtg ggaggatcac ttgagctcag gaggttgatg 79200 

cttcagtgag ccacgatcac accactgtac tccagcctgg gcgacagagc gagaccgtgt 79260 

ctcaaaaaga aaaaagaaag tataaattta cacaaaaaca ataaaataat cccagtaatt 79320 

ccaccacttg gagatgatca ccataaaact ccaccaggca tatgtgcgta tatatacacg 7 9380 

tgtattttat aaaatgtgat cataattaca ctgttttgct tttttcctta agatattaca 79440 

tacatttttc cacatcgtta aattacagtg ctgttttcct ggtggctttc ctttaacaga 79500 

ttgaagttca tgttaataca gttgccagag gctgtgggct ttcactgtca ccaggagtca 79560 

ctcctagggc ctcttcagag caaggcctta tgtcctgaag cattgccttt tttttttttt 79620 

tttgaggtgg agtctcactc tgtcacttag caggctggag tgcagtggcc cagtcttggc 79680 

tcactgcaac ctccgcctcc tgggtttaaa tgattctcct gcctcagcct cagggcggat 79740 

cacctgacat caggagtttg agaccagcct ggccaatatg gcgaaacccc atctctacta 79800 

aaaatactaa aaaaaattag ccaggcatgg tggcacgcac ttgtagtccc agctacttgg 79860 

gagactgagg caggagaatc gcttgaaccc aggatgttga ggttgcagtg agctgagatc 79920 

acaccatcac aatccagcct gagtgacaga gtgagactcc atctgaaaaa aaagaaaaaa 79980 
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<210> 12 

<211> 1863 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Asp Leu Ser Ala Leu Arg Val Glu Glu Val Gin Asn Val lie Asn 
15 10 15 

Ala Met Gin Lys lie Leu Glu Cys Pro lie Cys Leu Glu Leu lie Lys 
20 25 30 



Glu Pro Val Ser Thr Lys Cys Asp His lie Phe Cys Lys Phe Cys Met 
35 40 45 



Leu Lys Leu Leu Asn Gin Lys Lys Gly Pro Ser Gin Cys Pro Leu Cys 
50 55 60 



Lys Asn Asp lie Thr Lys Arg Ser Leu Gin Glu Ser Thr Arg Phe Ser 
65 70 75 80 



Gin Leu Val Glu Glu Leu Leu Lys lie lie Cys Ala Phe Gin Leu Asp 
85 90 95 



Thr Gly Leu Glu Tyr Ala Asn Ser Tyr Asn Phe Ala Lys Lys Glu Asn 
100 105 110 



Asn Ser Pro Glu His Leu Lys Asp Glu Val Ser lie lie Gin Ser Met 
115 120 125 



Gly Tyr Arg Asn Arg Ala Lys Arg Leu Leu Gin Ser Glu Pro Glu Asn 
130 135 140 



Pro Ser Leu Gin Glu Thr Ser Leu Ser Val Gin Leu Ser Asn Leu Gly 
145 150 155 160 



Thr Val Arg Thr Leu Arg Thr Lys Gin Arg lie Gin Pro Gin Lys Thr 
165 170 175 



Ser Val Tyr lie Glu Leu Gly Ser Asp Ser Ser Glu Asp Thr Val Asn 
180 185 190 



Lys Ala Thr Tyr Cys Ser Val Gly Asp Gin Glu Leu Leu Gin lie Thr 
195 200 205 



Pro Gin Gly Thr Arg Asp Glu lie Ser Leu Asp Ser Ala Lys Lys Ala 
210 215 220 



Ala Cys Glu Phe Ser Glu Thr Asp Val Thr Asn Thr Glu His His Gin 
225 230 235 240 



Pro Ser Asn Asn Asp Leu Asn Thr Thr Glu Lys Arg Ala Ala Glu Arg 
245 250 255 
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His Pro Glu Lys Tyr Gin Gly Ser Ser Val Ser Asn Leu His Val Glu 
260 265 270 



Pro Cys Gly Thr Asn Thr His Ala Ser Ser Leu isin His Glu Asn Ser 
275 280 285 



Ser Leu Leu Leu Thr Lys Asp Arg Met Asn Val Glu Lys Ala Glu Phe 
290 295 300 



Cys Asn Lys Ser Lys Gin Pro Gly Leu Ala Arg Ser Gin His Asn Arg 
305 310 315 320 



Trp Ala Gly Ser Lys Glu Thr Cys Asn Asp Arg Arg Thr Pro Ser Thr 
325 330 335 



Glu Lys Lys Val Asp Leu Asn Ala Asp Pro Leu Cys Glu Arg Lys Glu 
340 345 350 



Trp Asn Lys Gin Lys Leu Pro Cys Ser Glu Asn Pro Arg Asp Thr Glu 
355 360 365 



Asp Val Pro Trp lie Thr Leu Asn Ser Ser lie Gin Lys Val Asn Glu 
370 375 380 



Trp Phe Ser Arg Ser Asp Glu Leu Leu Gly Ser Asp Asp Ser His Asp 
385 390 395 400 



Gly Glu Ser Glu Ser Asn Ala Lys Val Ala Asp Val Leu Asp Val Leu 
405 410 415 



Asn Glu Val Asp Glu Tyr Ser Gly Ser Ser Glu Lys lie Asp Leu Leu 
420 425 430 



Ala Ser Asp Pro His Glu Ala Leu lie Cys Lys Ser Glu Arg Val His 
435 440 445 



Ser Lys Ser Val Glu Ser Asn lie Glu Asp Lys lie Phe Gly Lys Thr 
450 455 460 



Tyr Arg Lys Lys Ala Ser Leu Pro Asn Leu Ser His Val Thr Glu Asn 
465 470 475 480 



Leu lie lie Gly Ala Phe Val Thr Glu Pro Gin lie lie Gin Glu Arg 
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485 490 495 



Pro Leu Thr Asn Lys Leu Lys Arg Lys Arg Arg Pro Thr Ser Gly Leu 
500 505 510 



His Pro Glu Asp Phe lie Lys Lys Ala Asp Leu Ala Val Gin Lys Thr 
515 520 525 



Pro Glu Met lie Asn Gin Gly Thr Asn Gin Thr Glu Gin Asn Gly Gin 
530 535 540 



Val Met Asn lie Thr Asn Ser Gly His Glu Asn Lys Thr Lys Gly Asp 
545 550 555 560 



Ser lie Gin Asn Glu Lys Asn Pro Asn Pro lie Glu Ser Leu Glu Lys 
565 570 575 



Glu Ser Ala Phe Lys Thr Lys Ala Glu Pro lie Ser Ser Ser lie Ser 
580 585 590 



Asn Met Glu Leu Glu Leu Asn lie His Asn Ser Lys Ala Pro Lys Lys 
.595 600 605 



Asn Arg Leu Arg Arg Lys Ser Ser Thr Arg His lie His Ala Leu Glu 
610 615 620 



Leu Val Val Ser Arg Asn Leu Ser Pro Pro Asn Cys Thr Glu Leu Gin 
625 630 635 640 



lie Asp Ser Cys Ser Ser Ser Glu Glu lie Lys Lys Lys Lys Tyr Asn 
645 650 655 



Gin Met Pro Val Arg His Ser Arg Asn Leu Gin Leu Met Glu Gly Lys 
660 665 670 



Glu Pro Ala Thr Gly Ala Lys Lys Ser Asn Lys Pro Asn Glu Gin Thr 
675 680 685 



Ser Lys Arg His Asp Ser Asp Thr Phe Pro Glu Leu Lys Leu Thr Asn 
690 695 700 



Ala Pro Gly Ser Phe Thr Lys Cys Ser Asn Thr Ser Glu Leu Lys Glu 
705 710 715 720 
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Phe Val Asn Pro Ser Leu Pro Arg Glu Glu Lys Glu Glu Lys Leu Glu 
725 730 735 



Thr Val Lys Val Ser Asn Asn Ala Glu Asp Pro Lys Asp Leu Met Leu 
740 745 750 



Ser Gly Glu Arg Val Leu Gin Thr Glu Arg Ser Val Glu Ser Ser Ser 
755 760 765 



lie Ser Leu Val Pro Gly Thr Asp Tyr Gly Thr Gin Glu Ser lie Ser 
770 775 780 



Leu Leu Glu Val Ser Thr Leu Gly Lys Ala Lys Thr Glu Pro Asn Lys 
785 790 795 800 



Cys Val Ser Gin Cys Ala Ala Phe Glu Asn Pro Lys Gly Leu lie His 
805 810 815 



Gly Cys Ser Lys Asp Asn Arg Asn Asp Thr Glu Gly Phe Lys Tyr Pro 
820 825 830 



Leu Gly His Glu Val Asn His Ser Arg Glu Thr Ser lie Glu Met Glu 
835 840 845 



Glu Ser Glu Leu Asp Ala Gin Tyr Leu Gin Asn Thr Phe Lys Val Ser 
850 855 860 



Lys Arg Gin Ser Phe Ala Pro Phe Ser Asn Pro Gly Asn Ala Glu Glu 
865 870 875 880 



Glu Cys Ala Thr Phe Ser Ala His Ser Gly Ser Leu Lys Lys Gin Ser 
885 890 895 



Pro Lys Val Thr Phe Glu Cys Glu Gin Lys Glu Glu Asn Gin Gly Lys 
900 905 910 



Asn Glu Ser Asn lie Lys Pro Val Gin Thr Val Asn lie Thr Ala Gly 
915 920 925 



Phe Pro Val Val Gly Gin Lys Asp Lys Pro Val Asp Asn Ala Lys Cys 
930 935 940 
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Ser lie Lys Gly Gly Ser Arg Phe Cys Leu Ser Ser Gin Phe Arg Gly 
945 950 955 960 



Asn Glu Thr Gly Leu lie Thr Pro Asn Lys His Gly Leu Leu Gin Asn 
965 970 975 



Pro Tyr Arg lie Pro Pro Leu Phe Pro lie Lys Ser Phe Val Lys Thr 
980 985 990 



Lys Cys Lys Lys Asn Leu Leu Glu Glu Asn Phe Glu Glu His Ser Met 
995 1000 1005 



Ser Pro Glu Arg Glu Met Gly Asn Glu Asn lie Pro Ser Thr Val 
1010 1015 1020 



Ser Thr lie Ser Arg Asn Asn lie Arg Glu Asn Val Phe Lys Glu 
1025 1030 1035 



Ala Ser Ser Ser Asn lie Asn Glu Val Gly Ser Ser Thr Asn Glu 
1040 1045 1050 



Val Gly Ser Ser lie Asn Glu lie Gly Ser Ser Asp Glu Asn lie 
1055 1060 1065 



Gin Ala Glu Leu Gly Arg Asn Arg Gly Pro Lys Leu Asn Ala Met 
1070 1075 1080 



Leu Arg Leu Gly Val Leu Gin Pro Glu Val Tyr Lys Gin Ser Leu 
1085 1090 1095 



Pro Gly Ser Asn Cys Lys His Pro Glu lie Lys Lys Gin Glu Tyr 
1100 1105 1110 



Glu Glu Val Val Gin Thr Val Asn Thr Asp Phe Ser Pro Tyr Leu 
1115 1120 1125 



lie Ser Asp Asn Leu Glu Gin Pro Met Gly Ser Ser His Ala Ser 
1130 1135 1140 



Gin Val Cys Ser Glu Thr Pro Asp Asp Leu Leu Asp Asp Gly Glu 
1145 1150 1155 
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lie Lys Glu Asp Thr Ser Phe Ala Glu Asn Asp lie Lys Glu Ser 
1160 1165 1170 



Ser Ala Val Phe Ser Lys Ser Val Gin Lys Gly Glu Leu Ser Arg 
1175 1180 1185 



Ser Pro Ser Pro Phe Thr His Thr His Leu Ala Gin Gly Tyr Arg 
1190 1195 1200 



Arg Gly Ala Lys Lys Leu Glu Ser Ser Glu Glu Asn Leu Ser Ser 
1205 1210 1215 



Glu Asp Glu Glu Leu Pro Cys Phe Gin His Leu Leu Phe Gly Lys 
1220 1225 1230 



Val Asn Asn lie Pro Ser Gin Ser Thr Arg His Ser Thr Val Ala 
1235 1240 1245 



Thr Glu Cys Leu Ser Lys Asn Thr Glu Glu Asn Leu Leu Ser Leu 
1250 1255 1260 



Lys Asn Ser Leu Asn Asp Cys Ser Asn Gin Val lie Leu Ala Lys 
1265 1270 1275 



Ala Ser Gin Glu His His Leu Ser Glu Glu Thr Lys Cys Ser Ala 
1280 1285 1290 



Ser Leu Phe Ser Ser Gin Cys Ser Glu Leu Glu Asp Leu Thr Ala 
1295 1300 1305 



Asn Thr Asn Thr Gin Asp Pro Phe Leu lie Gly Ser Ser Lys Gin 
1310 1315 1320 



Met Arg His Gin Ser Glu Ser Gin Gly Val Gly Leu Ser Asp Lys 
1325 1330 1335 



Glu Leu Val Ser Asp Asp Glu Glu Arg Gly Thr Gly Leu Glu Glu 
1340 1345 1350 



Asn Asn Gin Glu Glu Gin Ser Met Asp Ser Asn Leu Gly Glu Ala 
1355 1360 1365 



Ala Ser Gly Cys Glu Ser Glu Thr Ser Val Ser Glu Asp Cys Ser 
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1370 



1375 



1380 



Gly Leu Ser Ser Gin Ser Asp lie Leu Thr Thr Gin Gin Arg Asp 
1385 1390 1395 



Thr Met Gin His Asn Leu lie Lys Leu Gin Gin Glu Met Ala Glu 
1400 1405 1410 



Leu Glu Ala Val Leu Glu Gin His Gly Ser Gin Pro Ser Asn Ser 
1415 1420 1425 



Tyr Pro Ser lie lie Ser Asp Ser Ser Ala Leu Glu Asp Leu Arg 
1430 1435 1440 



Asn Pro Glu Gin Ser Thr Ser Glu Lys Ala Val Leu Thr Ser Gin 
1445 1450 1455 



Lys Ser Ser Glu Tyr Pro lie Ser Gin Asn Pro Glu Gly Leu Ser 
1460 1465 1470 



Ala Asp Lys Phe Glu Val Ser Ala Asp Ser Ser Thr Ser Lys Asn 
1475 1480 1485 



Lys Glu Pro Gly Val Glu Arg Ser Ser Pro Ser Lys Cys Pro Ser 
1490 1495 1500 



Leu Asp Asp Arg Trp Tyr Met His Ser Cys Ser Gly Ser Leu Gin 
1505 1510 1515 



Asn Arg Asn Tyr Pro Ser Gin Glu Glu Leu lie Lys Val Val Asp 
1520 1525 1530 



Val Glu Glu Gin Gin Leu Glu Glu Ser Gly Pro His Asp Leu Thr 
1535 1540 1545 



Glu Thr Ser Tyr Leu Pro Arg Gin Asp Leu Glu Gly Thr Pro Tyr 
1550 1555 1560 



Leu Glu Ser Gly lie Ser Leu Phe Ser Asp Asp Pro Glu Ser Asp 
1565 1570 1575 



Pro Ser Glu Asp Arg Ala Pro Glu Ser Ala Arg Val Gly Asn lie 
1580 1585 1590 
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Pro Ser Ser Thr Ser Ala Leu Lys Val Pro Gin Leu Lys Val Ala 
1595 1600 1605 



Glu Ser Ala Gin Ser Pro Ala Ala Ala His Thr Thr Asp Thr Ala 
1610 1615 1620 



Gly Tyr Asn Ala Met Glu Glu Ser Val Ser Arg Glu Lys Pro Glu 
1625 1630 1635 



Leu Thr Ala Ser Thr Glu Arg Val Asn Lys Arg Met Ser Met Val 
1640 1645 1650 



Val Ser Gly Leu Thr Pro Glu Glu Phe Met Leu Val Tyr Lys Phe 
1655 1660 1665 



Ala Arg Lys His His lie Thr Leu Thr Asn Leu lie Thr Glu Glu 
1670 1675 1680 



Thr Thr His Val Val Met Lys Thr Asp Ala Glu Phe Val Cys Glu 
1685 1690 1695 



Arg Thr Leu Lys Tyr Phe Leu Gly lie Ala Gly Gly Lys Trp Val 
1700 1705 1710 



Val Ser Tyr Phe Trp Val Thr Gin Ser lie Lys Glu Arg Lys Met 
1715 1720 1725 



Leu Asn Glu His Asp Phe Glu Val Arg Gly Asp Val Val Asn Gly 
1730 1735 1740 



Arg Asn His Gin Gly Pro Lys Arg Ala Arg Glu Ser Gin Asp Arg 
1745 1750 1755 



Lys lie Phe Arg Gly Leu Glu lie Cys Cys Tyr Gly Pro Phe Thr 
1760 1765 1770 



Asn Met Pro Thr Asp Gin Leu Glu Trp Met Val Gin Leu Cys Gly 
1775 1780 1785 



Ala Ser Val Val Lys Glu Leu Ser Ser Phe Thr Leu Gly Thr Gly 
1790 1795 1800 
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Val His Pro He Val Val Val Gin Pro Asp Ala Trp Thr Glu Asp 
1805 1810 1815 



Asn Gly Phe His Ala He Gly Gin Met Cys Glu Ala Pro Val Val 
1820 1825 1830 

Thr Arg Glu Trp Val Leu Asp Ser Val Ala Leu Tyr Gin Cys Gin 
1835 1840 1845 

Glu Leu Asp Thr Tyr Leu He Pro Gin He Pro His Ser His Tyr 
1850 1855 1860 

<210> 13 

<211> 2969 

<212> DNA 

<213> Homo sapiens 

<400> 13 



ccacgcy ccc 


gccaaagggg 


aaccaacgcu 


cgacgacccc 


^ a a 4~ ^ 3 4~ 

ccagau ucau 


Q ^^^f a s 3 s 

CaCCggo-aaa. 




acaggagaga 


aatctaaact 


ggaccccggc 


cgaagtccca 


cagttagctg 


cagcaaaacg 




caggctgcct 


cagggaaagg 


agcctgggtt 


gattaacttg 


tgtgccaatg 


tcccacccgt 


180 


cccaggtaac 


attttgcccc 


ctgaggtccg 


gggtaattta 


atggctgctg 


gacaaaacct 


240 


ccaaagttct 


gaaagatcag 


aaatgatagc 


tacctggagt 


ccagctgtac 


ggacactgag 


300 


gaatattact 


aataatgctg 


acattcagca 


gatgaaccgg 


ccatcaaatg 


tagcacatat 


360 


cttacagact 


ctttcagcac 


ctacgaaaaa 


tttagaacag 


caggtgaatc 


acagccagca 


420 


gggacataca 


aatgccaatg 


cagtgctgtt 


tagccaagtg 


aaagtgactc 


cagagacaca 


480 


catgctacag 


cagcagcagc 


aggcccagca 


gcagcagcag 


cagcacccgg 


ttttacacct 


540 


tcagccccag 


cagataatgc 


agctccagca 


gcagcagcag 


cagcagatct 


ctcagcaacc 


600 


ttacccccag 


cagccgccgc 


atccattttc 


acagcaacag 


cagcagcagc 


agcaagccca 


660 


tccgcatcag 


ttttcacagc 


aacagctaca 


gtttccacag 


caacagttgc 


atcctccaca 


720 


gcagctgcat 


cgccctcagc 


agcagctcca 


gccctttcag 


cagcagcatg 


ccctgcagca 


780 


gcagttccat 


cagctgcagc 


agcaccagct 


ccagcagcag 


cagctcgccc 


agctccagca 


840 


gcagcacagc 


ctgctccagc 


agcagcagca 


acagcagatt 


cagcagcagc 


agctccagcg 


900 


catgcaccag 


cagcagcagc 


agcagcagat 


gcaaagtcag 


acagcgccac 


acttgagtca 


960 


gacgtcacag 


gcgctgcagc 


atcaggttcc 


acctcagcag 


cccccgcagc 


agcagcagca 


1020 
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acagcagcca 


ccaccatcgc 


ctcagcagca 


tcagcttttt 


ggacatgatc 


cagcagtgga 


1080 


gattccagaa 


gaaggcttct 


tattgggatg 


tgtgtttgca 


attgcggatt 


atccagagca 


1140 


gatgtctgat 


aagcaactgc 


tggccacctg 


gaaaaggata 


atccaggcac 


atggcggcac 


1200 


tgttgacccc 


accttcacga 


gtcgatgcac 


gcaccttctc 


tgtgagagtc 


aagtcagcag 


1260 


cgcgtatgca 


caggcaataa 


gagaaagaaa 


gagatgtgtt 


actgcacact 


ggttaaacac 


1320 


agtcttaaag 


aagaagaaaa 


tggtaccgcc 


gcaccgagcc 


cttcacttcc 


cagtggcctt 


1380 


cccaccagga 


ggaaagccat 


gttcacagca 


tattatttct 


gtgactggat 


ttgttgatag 


1440 


tgacagagat 


gacctaaaat 


taatggctta 


tttggcaggt 


gccaaatata 


cgggttatct 


1500 


atgccgcagc 


aacacagtcc 


tcatctgtaa 


agaaccaact 


ggtttaaagt 


atgaaaaagc 


1560 


caaagagtgg 


aggataccct 


gtgtcaacgc 


ccagtggctt 


ggcgacattc 


ttctgggaaa 


1620 


ctttgaggca 


ctgaggcaga 


ttcagtatag 


tcgctacacg 


gcattcagtc 


tgcaggatcc 


1680 


atttgcccct 


acccagcatt 


tagttttaaa 


tcttttagat 


gcttggagag 


ttcccttaaa 


1740 


agtgtctgca 


gagttgttga 


tgagtataag 


actacctccc 


aaactgaaac 


agaatgaagt 


1800 


agctaatgtc 


cagccttctt 


ccaaaagagc 


cagaattgaa 


gacgtaccac 


ctcccactaa 


1860 


aaagctaact 


ccagaattga 


ccccttttgt 


gcttttcact 


ggattcgagc 


ctgtccaggt 


1920 


tcaacagtat 


attaagaagc 


tctacattct 


tggtggagag 


gttgcggagt 


ctgcacagaa 


1980 


gtgcacacac 


ctcattgcca 


gcaaagtgac 


tcgcaccgtg 


aagttcctga 


cggcgatttc 


2040 


tgtcgtgaag 


cacatagtga 


cgccagagtg 


gctggaagaa 


tgcttcaggt 


gtcagaagtt 


2100 


cattgatgag 


cagaactaca 


ttctccgaga 


tgctgaggca 


gaagtacttt 


tctctttcag 


2160 


cttggaagaa 


tccttaaaac 


gggcacacgt 


ttctccactc 


tttaaggcaa 


aatattttta 


2220 


catcacacct 


ggaatctgcc 


caagtctttc 


cactatgaag 


gcaatcgtag 


agtgtgcagg 


2280 


aggaaaggtg 


ttatccaagc 


agccatcttt 


ccggaagctc 


atggagcaca 


agcagaactc 


2340 


gagtttgtcg 


gaaataattt 


taatatcctg 


tgaaaatgac 


cttcatttat 


gccgagaata 


2400 


ttttgccaga 


ggcatagatg 


ttcacaatgc 


agagttcgtt 


ctgactggag 


tgctcactca 


2460 


aacgctggac 


tatgaatcat 


ataagtttaa 


ctgatggcgt 


ctaggctgcc 


gtgcatgtcg 


2520 


actcctgcgg 


tgcggggctg 


gctgtctggc 


tggcgaggag 


ctgctgcgct 


tccttcacat 


2580 


gctcttgttt 


tccagctgct 


ttcctggggg 


atcagactgt 


gaagcaggaa 


gacagatata 


2640 


ataaatatac 


tgcatctttt 


taagatgtgc 


aattttattc 


tgaggaaaca 


taaattatgt 


2700 


tttgtattat 


atgactttaa 


gagcccacat 


taggttttat 


gattcatttg 


ccaggttttt 


2760 
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aaatgttttc acaaaactgt tacgggactt caactagaaa taaaatggtg taaataaaga 2820 

ccttgctatc tctaaattat ggatgttaaa gatttgaaat gttttgtact ttgattattt 2880 

ttatttctta tactctgttt tcttttatat tgatatcttg cccacatttt aaataaatgt 2940 

acttttgaac ttaaaaaaaa aaaaaaaaa 2969 

<210> 14 

<211> 3723 

<212> DNA 

<213> Homo sapiens 

<400> 14 

cggggccggg cgccgccgcg gagcctcccg ggccgccgcg atcatgtcgg accaggcgcc 60 

caaagttcct gaggagatgt tcagggaggt caagtattac gcggtgggcg acatcgaccc 120 

gcaggttatt cagcttctca aggctggaaa agcgaaggaa gtttcctaca atgcactagc 180 

ctcacacata atctcagagg atggggacaa tccagaggtg ggagaagctc gggaagtctt 240 

tgacttacct gttgtaaagc cttcttgggt gattctgtcc gttcagtgtg gaactcttct 300 

gccagtaaat ggtttttctc cagaatcatg tcagattttt tttggaatca ctgcctgcct 360 

ttctcaggtg tcatctgaag acagaagtgc cctgtgggct ttggttacgt tctatggggg 420 

agattgccag ctaaccctca ataagaaatg cacgcatttg attgttccag agccaaaggg 480 

ggagaaatac gaatgtgctt taaagcgagc aagtattaaa attgtgactc ctgactgggt 540 

tctggattgc gtatcagaga aaaccaaaaa ggacgaagca ttttatcatc ctcgtctgat 600 

tatttatgaa gaggaagaag aggaagagga agaggaggag gaagtagaaa atgaggaaca 660 

agattctcag aatgagggta gtacagatga gaagtcaagc cctgccagct ctcaagaagg 720 

gtctccttca ggtgaccagc agttttcacc taaatccaac actgaaaaat ctaaagggga 780 

attaatgttt gatgattctt cagattcatc accggaaaaa caggagagaa atttaaactg 840 

gaccccggcc gaagtcccac agttagctgc agcaaaacgc aggctgcctc agggaaagga 900 

gcctgggttg attaacttgt gtgccaatgt cccacccgtc ccaggtaaca ttttgccccc 960 

tgaggtccgg ggtaatttaa tggctgctgg acaaaacctc caaagttctg aaagatcaga 1020 

aatgatagct acctggagtc cagctgtacg gacactgagg aatattacta ataatgctga 1080 

cattcagcag atgaaccggc catcaaatgt agcacatatc ttacagactc tttcagcacc 114 0 

tacgaaaaat ttagaacagc aggtgaatca cagccagcag ggacatacaa atgccaatgc 1200 

agtgctgttt agccaagtga aagtgactcc agagacacac atgctacagc agcagcagca 1260 
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ggcccagcag 


cagcagcagc 


agcacccggt 


uutacaccuC 


cagccccagc 


agataatgca 


gctccagcag 


cagcagcagc 


agcagatctc 


tcagcaacct 


tacccccagc 


agccgccgca 


cccaccccca 


cagcaacagc 


agcagcagca 


gcaagcccat 


ccgcatcagt 


ttt.cacagca 


acagccacag 


tttccacagc 


aacagttgca 


tccbccacag 


cagcugcauc 


09 0% 0% 0% 4* 0% ^ 090% 9 

gcccucagca 




C C C t. C t. C a. g Q«. 


s 3 3 ^ 

cig c ag d u g 


v.^ c u g c cig cig 


C«a.g U U L. C 


dgc^ ugcagud 


gcaccagcuc 


cagcagcagc 


agcc ugccca 


gcuccagcag 


^ 090% ^ ^ 0% 0% 

cagcacagcc 


^ 4* 0% 0% S 090% s 

ugc uccagca 


gcagcagcaa 


cagcagattc 


agcagcagca 


gctccagcgc 


atgcaccagc 


agcagcagca 


gcagcagatg 


caaag t cag a 


cagcgccaca 


cttgagtcag 


acgtcacagg 


cgctgcagca 


tcaggttcca 


cctcagcagc 


ccccgcagca 


gcagcagcaa 


cagcagccac 


caccatcgcc 


tcagcagcat 


cagcttcttg 


gacatgat^cc 


agcagtggag 


attccagaag 


aaggcccccc 


attgggatgt 


gtgtttgcaa 


ttgcggatta 


t^ccagagcag 


atigtctgat^a 


agcaactgct 


ggccacctgg 


aaaaggataa 


tccaggcaca 


tggcggcact 


gttgacccca 


ccttcacgag 


tcgatgcacg 


caccttctct 


gtgagagtca 


agtcagcagc 


gcgtatgcac 


aggcaataag 


agaaagaaag 


agacgtguua 


ctgcacactg 


gttaaacaca 


gtcttaaaga 


agaagaaaa^ 


ggtaccgccg 


caccgagccc 


uccacccccc 


agtggccttc 


ccaccaggag 


gaaagccatg 


cccacagcac 


auuau uuc ug 


ugacuggauc 


ugucgacagu 


09 ^ 0% ^ 09^ 09 ^ 4* 09 

gacagagacg 


acccaaaacu 


aatggcttat 


ttggcaggtg 


ccaaa^atac 


gggttatcta 


tgccgcagca 


acacagtcc^ 


catctgtaaa 


gaaccaactg 


gtutaaagta 


tgaaaaagcc 


aaagagtgga 


ggataccctg 


tgtcaacgcc 


cagtggcttg 


gcgacattct 


tctgggaaac 


tttgaggcac 


tgaggcagat 


tcagtatagt 


cgctacacgg 


cattcagtct 


gcaggatcca 


tttgccccta 


cccagcattt 


— -A_ A_ -i_ A_ 

agttttaaat 


cttttagatg 


cttggagagt 


tcccttaaaa 


gtgtctgcag 


agtcgutgat 


gagtataaga 


ctacctccca 


aactgaaaca 


gaatgaagta 


gctaatgtcc 


agccttcttc 


caaaagagcc 


agaattgaag 


acgtaccacc 


tcccactaaa 


aagctaactc 


cagaattgac 


cccttttgtg 


cttttcactg 


gattcgagcc 


tgtccaggtt 


caacagtata 


ttaagaagct 


ctacattctt 


ggtggagagg 


ttgcggagtc 


tgcacagaag 


tgcacacacc 


tcattgccag 


caaagtgact 


cgcaccgtga 


agttcctgac 


ggcgatttct 


gtcgtgaagc 


acatagtgac 


gccagagtgg 


ctggaagaat 


gcttcaggtg 


tcagaagttc 


attgatgagc 


agaactacat 


tctccgagat 


gctgaggcag 


aagtactttt 


ctctttcagc 


ttggaagaat 


ccttaaaacg 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 



74 



ggcacacgtt 


tctccactct 


ttaaggcaaa 


atatttttac 


atcacacctg 


gaatctgccc 


3000 


aagtctttcc 


actatgaagg 


caatcgtaga 


gtgtgcagga 


ggaaaggtgt 


tatccaagca 


3060 


gccatctttc 


cggaagctca 


tggagcacaa 


gcagaactcg 


agtttgtcgg 


aaataatttt 


3120 


aatatcctgt 


gaaaatgacc 


ttcatttatg 


ccgagaatat 


tttgccagag 


gcatagatgt 


3180 


tcacaatgca 


gagttcgttc 


tgactggagt 


gctcactcaa 


acgctggact 


atgaatcata 


3240 


taagtttaac 


tgatggcgtc 


taggctgccg 


tgcatgtcga 


ctcctgcggt 


gcggggctgg 


3300 


ctgtctggct 


ggcgaggagc 


tgctgcgctt 


ccttcacatg 


ctcttgtttt 


ccagctgctt 


3360 


tcctggggga 


tcagactgtg 


aagcaggaag 


acagatataa 


taaatatact 


gcatcttttt 


3420 


aagatgtgca 


attttattct 


gaggaaacat 


aaattatgtt 


ttgtattata 


tgactttaag 


3480 


agcccacatt 


aggttttatg 


attcatttgc 


caggttttta 


aatgttttca 


caaaactgtt 


3540 


acgggacttc 


aactagaaat 


aaaatggtgt 


aaataaagac 


cttgctatct 


ctaaattatg 


3600 


gatgttaaag 


atttgaaatg 


ttttgtactt 


tgattatttt 


tatttcttat 


actctgtttt 


3660 


cttttatatt 


gatatcttgc 


ccacatttta 


aataaatgta 


cttttgaact 


taaaaaaaaa 


3720 



aaa 3723 



<210> 15 

<211> 757 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Ala Ala Gly Gin Asn Leu Gin Ser Ser Glu Arg Ser Glu Met lie 
15 10 15 



Ala Thr Trp Ser Pro Ala Val Arg Thr Leu Arg Asn lie Thr Asn Asn 
20 25 30 



Ala Asp lie Gin Gin Met Asn Arg Pro Ser Asn Val Ala His lie Leu 
35 40 45 



Gin Thr Leu Ser Ala Pro Thr Lys Asn Leu Glu Gin Gin Val Asn His 
50 55 60 



Ser Gin Gin Gly His Thr Asn Ala Asn Ala Val Leu Phe Ser Gin Val 
65 70 • 75 80 



Lys Val Thr Pro Glu Thr His Met Leu Gin Gin Gin Gin Gin Ala Gin 
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85 90 95 



Gin Gin Gin Gin Gin His Pro Val Leu His Leu Gin Pro Gin Gin lie 
100 105 110 



Met Gin Leu Gin Gin Gin Gin Gin Gin Gin lie Ser Gin Gin Pro Tyr 
lis 120 125 



Pro Gin Gin Pro Pro His Pro Phe Ser Gin Gin Gin Gin Gin Gin Gin 
130 135 140 



Gin Ala His Pro His Gin Phe Ser Gin Gin Gin Leu Gin Phe Pro Gin 
145 150 155 160 



Gin Gin Leu His Pro Pro Gin Gin Leu His Arg Pro Gin Gin Gin Leu 
165 170 175 



Gin Pro Phe Gin Gin Gin His Ala Leu Gin Gin Gin Phe His Gin Leu 
180 185 190 



Gin Gin His Gin Leu Gin Gin Gin Gin Leu Ala Gin Leu Gin Gin Gin 
195 200 205 



His Ser Leu Leu Gin Gin Gin Gin Gin Gin Gin lie Gin Gin Gin Gin 
210 215 220 



Leu Gin Arg Met His Gin Gin Gin Gin Gin Gin Gin Met Gin Ser Gin 
225 230 235 240 



Thr Ala Pro His Leu Ser Gin Thr Ser Gin Ala Leu Gin His Gin Val 
245 250 255 



Pro Pro Gin Gin Pro Pro Gin Gin Gin Gin Gin Gin Gin Pro Pro Pro 
260 265 270 



Ser Pro Gin Gin His Gin Leu Phe Gly His Asp Pro Ala Val Glu lie 
275 280 285 



Pro Glu Glu Gly Phe Leu Leu Gly Cys Val Phe Ala lie Ala Asp Tyr 
290 295 300 



Pro Glu Gin Met Ser Asp Lys Gin Leu Leu Ala Thr Trp Lys Arg lie 
305 310 315 320 
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lie Gin Ala His Gly Gly Thr Val Asp Pro Thr Phe Thr Ser Arg Cys 
325 330 335 



Thr His Leu Leu Cys Glu Ser Gin Val Ser Ser Ala Tyr Ala Gin Ala 
340 345 350 



lie Arg Glu Arg Lys Arg Cys Val Thr Ala His Trp Leu Asn Thr Val 
355 360 365 



Leu Lys Lys Lys Lys Met Val Pro Pro His Arg Ala Leu His Phe Pro 
370 375 380 



Val Ala Phe Pro Pro Gly Gly Lys Pro Cys Ser Gin His lie lie Ser 
385 390 395 400 



Val Thr Gly Phe Val Asp Ser Asp Arg Asp Asp Leu Lys Leu Met Ala 
405 410 415 



Tyr Leu Ala Gly Ala Lys Tyr Thr Gly Tyr Leu Cys Arg Ser Asn Thr 
420 425 430 



Val Leu lie Cys Lys Glu Pro Thr Gly Leu Lys Tyr Glu Lys Ala Lys 
435 440 445 



Glu Trp Arg lie Pro Cys Val Asn Ala Gin Trp Leu Gly Asp lie Leu 
450 455 460 



Leu Gly Asn Phe Glu Ala Leu Arg Gin lie Gin Tyr Ser Arg Tyr Thr 
465 470 475 480 



Ala Phe Ser Leu Gin Asp Pro Phe Ala Pro Thr Gin His Leu Val Leu 
485 490 495 



Asn Leu Leu Asp Ala Trp Arg Val Pro Leu Lys Val Ser Ala Glu Leu 
500 505 510 



Leu Met Ser lie Arg Leu Pro Pro Lys Leu Lys Gin Asn Glu Val Ala 
515 520 525 



Asn Val Gin Pro Ser Ser Lys Arg Ala Arg lie Glu Asp Val Pro Pro 
530 535 540 
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Pro Thr Lys Lys Leu Thr Pro Glu Leu Thr Pro Phe Val Leu Phe Thr 
545 550 555 560 



Gly Phe Glu Pro Val Gin Val Gin Gin Tyr lie Lys Lys Leu Tyr lie 
565 570 575 



Leu Gly Gly Glu Val Ala Glu Ser Ala Gin Lys Cys Thr His Leu lie 
580 585 590 



Ala Ser Lys Val Thr Arg Thr Val Lys Phe Leu Thr Ala lie Ser Val 
595 600 605 



Val Lys His lie Val Thr Pro Glu Trp Leu Glu Glu Cys Phe Arg Cys 
610 615 620 



Gin Lys Phe lie Asp Glu Gin Asn Tyr lie Leu Arg Asp Ala Glu Ala 
625 630 635 640 



Glu Val Leu Phe Ser Phe Ser Leu Glu Glu Ser Leu Lys Arg Ala His 
645 650 655 



Val Ser Pro Leu Phe Lys Ala Lys Tyr Phe Tyr lie Thr Pro Gly lie 
660 665 670 



Cys Pro Ser Leu Ser Thr Met Lys Ala lie Val Glu Cys Ala Gly Gly 
675 680 685 



Lys Val Leu Ser Lys Gin Pro Ser Phe Arg Lys Leu Met Glu His Lys 
690 695 700 



Gin Asn Ser Ser Leu Ser Glu lie lie Leu lie Ser Cys Glu Asn Asp 
705 710 715 720 



Leu His Leu Cys Arg Glu Tyr Phe Ala Arg Gly lie Asp Val His Asn 
725 730 735 



Ala Glu Phe Val Leu Thr Gly Val Leu Thr Gin Thr Leu Asp Tyr Glu 
740 745 750 



Ser Tyr Lys Phe Asn 
755 
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<210> 16 

<211> 1069 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Ser Asp Gin Ala Pro Lys Val Pro Glu Glu Met Phe Arg Glu Val 
15 10 15 



Lys Tyr Tyr Ala Val Gly Asp lie Asp Pro Gin Val lie Gin Leu Leu 
20 25 30 



Lys Ala Gly Lys Ala Lys Glu Val Ser Tyr Asn Ala Leu Ala Ser His 
35 40 45 



lie lie Ser Glu Asp Gly Asp Asn Pro Glu Val Gly Glu Ala Arg Glu 
50 55 60 



Val Phe Asp Leu Pro Val Val Lys Pro Ser Trp Val lie Leu Ser Val 
65 70 75 80 



Gin Cys Gly Thr Leu Leu Pro Val Asn Gly Phe Ser Pro Glu Ser Cys 
85 90 95 



Gin lie Phe Phe Gly lie Thr Ala Cys Leu Ser Gin Val Ser Ser Glu 
100 105 110 



Asp Arg Ser Ala Leu Trp Ala Leu Val Thr Phe Tyr Gly Gly Asp Cys 
115 120 125 



Gin Leu Thr Leu Asn Lys Lys Cys Thr His Leu lie Val Pro Glu Pro 
130 135 140 



Lys Gly Glu Lys Tyr Glu Cys Ala Leu Lys Arg Ala Ser lie Lys lie 
145 150 155 160 



Val Thr Pro Asp Trp Val Leu Asp Cys Val Ser Glu Lys Thr Lys Lys 
165 170 175 



Asp Glu Ala Phe Tyr His Pro Arg Leu lie lie Tyr Glu Glu Glu Glu 
180 185 190 



Glu Glu Glu Glu Glu Glu Glu Glu Val Glu Asn Glu Glu Gin Asp Ser 
195 200 205 
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Gin Asn Glu Gly Ser Thr Asp Glu Lys Ser Ser Pro Ala Ser Ser Gin 
210 215 220 



Glu Gly Ser Pro Ser Gly Asp Gin Gin Phe Ser Pro Lys Ser Asn Thr 
225 230 235 240 



Glu Lys Ser Lys Gly Glu Leu Met Phe Asp Asp Ser Ser Asp Ser Ser 
245 250 255 



Pro Glu Lys Gin Glu Arg Asn Leu Asn Trp Thr Pro Ala Glu Val Pro 
260 265 270 



Gin Leu Ala Ala Ala Lys Arg Arg Leu Pro Gin Gly Lys Glu Pro Gly 
275 280 285 



Leu lie Asn Leu Cys Ala Asn Val Pro Pro Val Pro Gly Asn lie Leu 
290 295 300 



Pro Pro Glu Val Arg Gly Asn Leu Met Ala Ala Gly Gin Asn Leu Gin 
305 310 315 320 



Ser Ser Glu Arg Ser Glu Met lie Ala Thr Trp Ser Pro Ala Val Arg 
325 330 335 



Thr Leu Arg Asn lie Thr Asn Asn Ala Asp lie Gin Gin Met Asn Arg 
340 345 350 



Pro Ser Asn Val Ala His lie Leu Gin Thr Leu Ser Ala Pro Thr Lys 
355 360 365 



Asn Leu Glu Gin Gin Val Asn His Ser Gin Gin Gly His Thr Asn Ala 
370 375 380 



Asn Ala Val Leu Phe Ser Gin Val Lys Val Thr Pro Glu Thr His Met 
385 390 395 400 



Leu Gin Gin Gin Gin Gin Ala Gin Gin Gin Gin Gin Gin His Pro Val 
405 410 415 



Leu His Leu Gin Pro Gin Gin lie Met Gin Leu Gin Gin Gin Gin Gin 
420 425 430 
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Gin Gin lie Ser Gin Gin Pro Tyr Pro Gin Gin Pro Pro His Pro Phe 
435 440 445 



Ser Gin Gin Gin Gin Gin Gin Gin Gin Ala His Pro His Gin Phe Ser 
450 455 460 



Gin Gin Gin Leu Gin Phe Pro Gin Gin Gin Leu His Pro Pro Gin Gin 
465 470 475 480 



Leu His Arg Pro Gin Gin Gin Leu Gin Pro Phe Gin Gin Gin His Ala 
485 490 495 



Leu Gin Gin Gin Phe His Gin Leu Gin Gin His Gin Leu Gin Gin Gin 
500 505 510 



Gin Leu Ala Gin Leu Gin Gin Gin His Ser Leu Leu Gin Gin Gin Gin 
515 520 525 



Gin Gin Gin lie Gin Gin Gin Gin Leu Gin Arg Met His Gin Gin Gin 
530 535 540 



Gin Gin Gin Gin Met Gin Ser Gin Thr Ala Pro His Leu Ser Gin Thr 
545 550 555 560 



Ser Gin Ala Leu Gin His Gin Val Pro Pro Gin Gin Pro Pro Gin Gin 
565 570 575 



Gin Gin Gin Gin Gin Pro Pro Pro Ser Pro Gin Gin His Gin Leu Phe 
580 585 590 



Gly His Asp Pro Ala Val Glu lie Pro Glu Glu Gly Phe Leu Leu Gly 
595 600 605 



Cys Val Phe Ala lie Ala Asp Tyr Pro Glu Gin Met Ser Asp Lys Gin 
610 615 620 



Leu Leu Ala Thr Trp Lys Arg lie lie Gin Ala His Gly Gly Thr Val 
625 630 635 640 



Asp Pro Thr Phe Thr Ser Arg Cys Thr His Leu Leu Cys Glu Ser Gin 
645 650 655 
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Val Ser Ser Ala Tyr Ala Gin Ala lie Arg Glu Arg Lys Arg Cys Val 
660 665 670 



Thr Ala His Trp Leu Asn Thr Val Leu Lys Lys Lys Lys Met Val Pro 
675 680 685 



Pro His Arg Ala Leu His Phe Pro Val Ala Phe Pro Pro Gly Gly Lys 
690 695 700 



Pro Cys Ser Gin His lie lie Ser Val Thr Gly Phe Val Asp Ser Asp 
705 710 715 720 



Arg Asp Asp Leu Lys Leu Met Ala Tyr Leu Ala Gly Ala Lys Tyr Thr 
725 730 735 



Gly Tyr Leu Cys Arg Ser Asn Thr Val Leu lie Cys Lys Glu Pro Thr 
740 745 750 



Gly Leu Lys Tyr Glu Lys Ala Lys Glu Trp Arg lie Pro Cys Val Asn 
755 760 765 



Ala Gin Trp Leu Gly Asp lie Leu Leu Gly Asn Phe Glu Ala Leu Arg 
770 775 780 



Gin lie Gin Tyr Ser Arg Tyr Thr Ala Phe Ser Leu Gin Asp Pro Phe 
785 790 795 800 



Ala Pro Thr Gin His Leu Val Leu Asn Leu Leu Asp Ala Trp Arg Val 
805 810 815 



Pro Leu Lys Val Ser Ala Glu Leu Leu Met Ser lie Arg Leu Pro Pro 
820 825 830 



Lys Leu Lys Gin Asn Glu Val Ala Asn Val Gin Pro Ser Ser Lys Arg 
835 840 845 



Ala Arg lie Glu Asp Val Pro Pro Pro Thr Lys Lys Leu Thr Pro Glu 
850 855 860 



Leu Thr Pro Phe Val Leu Phe Thr Gly Phe Glu Pro Val Gin Val Gin 
865 870 875 880 



Gin Tyr lie Lys Lys Leu Tyr lie Leu Gly Gly Glu Val Ala Glu Ser 
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885 



890 



895 



Ala Gin Lys Cys Thr His Leu lie Ala Ser Lys Val Thr Arg Thr Val 
900 905 910 



Lys Phe Leu Thr Ala lie Ser Val Val Lys His lie Val Thr Pro Glu 
915 920 925 



Trp Leu Glu Glu Cys Phe Arg Cys Gin Lys Phe lie Asp Glu Gin Asn 
930 935 940 



Tyr lie Leu Arg Asp Ala Glu Ala Glu Val Leu Phe Ser Phe Ser Leu 
945 950 955 960 



Glu Glu Ser Leu Lys Arg Ala His Val Ser Pro Leu Phe Lys Ala Lys 
965 970 975 



Tyr Phe Tyr lie Thr Pro Gly lie Cys Pro Ser Leu Ser Thr Met Lys 
980 985 990 



Ala He Val Glu Cys Ala Gly Gly Lys Val Leu Ser Lys Gin Pro Ser 
995 1000 1005 



Phe Arg Lys Leu Met Glu His Lys Gin Asn Ser Ser Leu Ser Glu 
1010 1015 1020 



He He Leu He Ser Cys Glu Asn Asp Leu His Leu Cys Arg Glu 
1025 1030 1035 



Tyr Phe Ala Arg Gly He Asp Val His Asn Ala Glu Phe Val Leu 
1040 1045 1050 



Thr Gly Val Leu Thr Gin Thr Leu Asp Tyr Glu Ser Tyr Lys Phe 
1055 1060 1065 



Asn 



<210> 17 

<211> 2137 

<212> DNA 

<213> Homo sapiens 

<400> 17 
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ctcgagagtt gccggggagg agcggagcgg tgcggaggct ctgctcggat cgaggtctgc 60 

agcgcagctt cgggagcatg agtgctgcag tgactgcagg gaagctggca cgggcaccgg 120 

ccgaccctgg gaaagccggg gtccccggag ttgcagctcc cggagctccg gcggcggctc 180 

caccggcgaa agagatcccg gaggtcctag tggacccacg cagccggcgg cgctatgtgc 240 

ggggccgctt tttgggcaag ggcggctttg ccaagtgctt cgagatctcg gacgcggaca 300 

ccaaggaggt gttcgcgggc aagattgtgc ctaagtctct gctgctcaag ccgcaccaga 360 

gggagaagat gtccatggaa atatccattc accgcagcct cgcccaccag cacgtcgtag 420 

gattccacgg ctttttcgag gacaacgact tcgtgttcgt ggtgttggag ctctgccgcc 480 

ggaggtctct cctggagctg cacaagagga ggaaagccct gactgagcct gaggcccgat 540 

actacctacg gcaaattgtg cttggctgcc agtacctgca ccgaaaccga gttattcatc 600 

gagacctcaa gctgggcaac cttttcctga atgaagatct ggaggtgaaa ataggggatt 660 

ttggactggc aaccaaagtc gaatatgacg gggagaggaa gaagaccctg tgtgggactc 720 

ctaattacat agctcccgag gtgctgagca agaaagggca cagtttcgag gtggatgtgt 780 

ggtccattgg gtgtatcatg tataccttgt tagtgggcaa accacctttt gagacttctt 840 

gcctaaaaga gacctacctc cggatcaaga agaatgaata cagtattccc aagcacatca 900 

accccgtggc cgcctccctc atccagaaga tgcttcagac agatcccact gcccgcccaa 960 

ccattaacga gctgcttaat gacgagttct ttacttctgg ctatatccct gcccgtctcc 1020 

ccatcacctg cctgaccatt ccaccaaggt tttcgattgc tcccagcagc ctggacccca 1080 

gcaaccggaa gcccctcaca gtcctcaata aaggcttgga gaaccccctg cctgagcgtc 1140 

cccgggaaaa agaagaacca gtggttcgag agacaggtga ggtggtcgac tgccacctca 1200 

gtgacatgct gcagcagctg cacagtgtca atgcctccaa gccctcggag cgtgggctgg 1260 

tcaggcaaga ggaggctgag gatcctgcct gcatccccat cttctgggtc agcaagtggg 1320 

tggactattc ggacaagtac ggccttgggt atcagctctg tgataacagc gtgggggtgc 1380 

tcttcaatga ctcaacacgc ctcatcctct acaatgatgg tgacagcctg cagtacatag 1440 

agcgtgacgg cactgagtcc tacctcaccg tgagttccca tcccaactcc ttgatgaaga 1500 

agatcaccct ccttaaatat ttccgcaatt acatgagcga gcacttgctg aaggcaggtg 1560 

ccaacatcac gccgcgcgaa ggtgatgagc tcgcccggct gccctaccta cggacctggt 1620 

tccgcacccg cagcgccatc atcctgcacc tcagcaacgg cagcgtgcag atcaacttct 1680 

tccaggatca caccaagctc atcttgtgcc cactgatggc agccgtgacc tacatcgacg 1740 
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tccaataagt 


tcggctttgg 


gtatcaactg 


tccagccgcc 


gtgtggctgt 


1560 


gctcttcaac 


gatggcacac 


atatggccct 


gtcggccaac 


agaaagactg 


tgcactacaa 


1620 


tcccaccagc 


acaaagcact 


tctccttctc 


cgtgggtgct 


gtgccccggg 


ccctgcagcc 


1680 


tcagctgggt 


atcctgcggt 


acttcgcctc 


ctacatggag 


cagcacctca 


tgaagggtgg 


1740 


agatctgccc 


agtgtggaag 


aggtagaggt 


acctgctccg 


cccttgctgc 


tgcagtgggt 


1800 


caagacggat 


caggctctcc 


tcatgctgtt 


tagtgatggc 


actgtccagg 


tgaacttcta 


1860 


cggggaccac 


accaagctga 


ttctcagtgg 


ctgggagccc 


ctccttgtga 


cttttgtggc 


1920 


ccgaaatcgt 


agtgcttgta 


cttacctcgc 


ttcccacctt 


cggcagctgg 


gctgctctcc 


1980 


agacctgcgg 


cagcgactcc 


gctatgctct 


gcgcctgctc 


cgggaccgca 


gcccagccta 


2040 


ggacccaagc 


cctgaggcct 


gaggcctgtg 


cctgtcaggc 


tctggccctt 


gcctttgtgg 


2100 


ccttccccct 


tcctttggtg 


cctcactggg 


ggctttgggc 


cgaatccccc 


agggaatcag 


2160 


ggaccagctt 


tactggagtt 


gggggcggct 


tgtcttcgct 


ggctcctacc 


ccatctccaa 


2220 


gataagcctg 


agccttagct 


cccagctagg 


gggcgttatt 


tatggaccac 


ttttatttat 


2280 


tgtcagacac 


ttatttattg 


ggatgtgagc 


cccagggggg 


cctcctccta 


ggataataaa 


2340 


caattttgca 


gaattggaaa 


aaaaaaaaa 








2369 
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<210> 21 

<211> 2381 

<212> DNA 

<213> Xenopus laevis 

<400> 21 



gggccccagg 


gactgagcag 


cagaaggagt 


agcagctaca 


cggcttccct 


cagcctcgga 


60 


caacctgcca 


cgtcctgccc 


catcgatctc 


ccctgatctg 


cccagcactt 


ccccattcat 


120 


caggcgcctc 


aatactcgag 


ctttaatagc 


cggcaccccg 


cactatggct 


caagtggccg 


180 


gtaagaaact 


gactgtggcc 


ccagaggccg 


ctaaaccccc 


aggaattccc 


gggagctcct 


240 


cggccgtcaa 


agagatccca 


gagattctag 


tggatccccg 


aacccggagg 


cgatacctga 


300 


gaggtcgatt 


cctgggcaaa 


ggtggattcg 


ccaagtgcta 


cgagatcacc 


gacctggaga 


360 


gccgggaggt 


atttgctggg 


aagattgtgc 


ccaagaccat 


gttgctcaag 


ccccaccaga 


420 


aggataagat 


gaccatggag 


atcgccatcc 


agcgcagcct 


ggaccaccgg 


catgtcgtgg 


480 


gcttccatgg 


cttctttgag 


gacaatgact 


tcgtgtatgt 


ggtactggag 


ctgtgcagga 


540 


ggaggtctct 


gttggagctg 


cacaagagga 


gaaaagcggt 


tacagagcca 


gaagctcgct 


600 


actatttgaa 


acagaccatt 


tcgggatgtc 


agtatctcca 


tagcaaccga 


gtcattcaca 


660 


gagacctcaa 


gctcggaaac 


ttgttcctta 


atgatgaaat 


ggaggtcaaa 


ataggtgact 


720 


ttgggctggc 


aaccaaagtg 


gaatatgatg 


gcgagcgcaa 


aaagaccctc 


tgtggcactc 


780 


caaactacat 


tgcacctgag 


gtgttgggca 


agaagggcca 


cagttttgaa 


gtggacatat 


840 


ggtcaatagg 


atgcatcatg 


tacacactgc 


tggtggggaa 


acctcccttt 


gagacatcat 


900 


gcctgaaaga 


aacctacatg 


agaattaaaa 


agaatgaata 


ctccatcccc 


aagcacatta 


960 


accctgtggc 


agcagcactt 


atacagaaga 


tgctccgttc 


tgacccaacc 


tcaaggccca 


1020 


caatagacga 


cttgctgaat 


gacgagttct 


ttacttctgg 


ctacattcct 


tcccggctcc 


1080 


ccacaacctg 


cttaactgtg 


cccccaaggt 


tttccattgc 


gcccagcact 


attgatcaaa 


1140 


gcttaaggaa 


gccacttact 


gcaattaata 


aagggcaaga 


ctctccactg 


gttgaaaagc 


1200 


aggtggctcc 


tgcaaaggaa 


gaggagatgc 


agcagccgga 


gttcacggag 


cctgcagatt 


1260 


gttacctatc 


tgagatgctc 


cagcagctga 


catgtttgaa 


tgcagtcaag 


ccttctgaga 


1320 


gagcgcttat 


ccgccaagag 


gaagccgagg 


atccggcatc 


cattcccata 


ttctggatca 


1380 


gcaaatgggt 


ggattactcg 


gacaaatacg 


gattaggata 


tcagctgtgt 


gataacagtg 


1440 


taggggtgct 


cttcaatgac 


tccacacggt 


tgataatgta 


caatgatgga 


gacagcctgc 


1500 


agtacattga 


gcggaacaat 


acagaatcct 


acctcaacgt 


gcgctcctac 


cctactacct 


1560 
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^ a 3 ^ ^ 9 9 9 9a 
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4- ^ fr 9^9 9 
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o« 9 4~ ^^9 4~ 9 <^ 
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u 1^ ucuggddg 
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CdCddgdCC U 
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Ud^^d^Cd 


c c eg L. vJ U U U 


i~aat*+*t~+~aarT 
L. dd u U L. L. ddg 


/^o»0'aaoTO«4~ rra 

ucgddgcugd 


o«at*rT4~4~o<4~ao' 

wdugi. udg 


4~ rra ora 4* tTfr 

ggt.gdgdt.gg 


Z X u u 


4" 4" a a /v/^ 

u uC^uudd^C 


uugccaagdC 


or 4* a ^a a 

cgudcaguac 


t" /**oro*or4" or a o^or 

ucgcgugacg 


4"4"4"0»o»a4*aaa 

uuuccacaaa 


aa4-a1-af-/^4>4' 

aacacdcc tc 


4i xo u 


aagtgccact 


cgttgcgtct 


gggtaatcat 


ggatatgtga 


tgtagatacc 


tgctgggctc 


2220 


tgtatgaacc 


tgtgtcctcc 


tgtttttctc 


tgtcaacgtt 


gtctggtttt 


taatgtaaaa 


2280 


atataatctt 


taatactttt 


gtatattatc 


agattaaagt 


tctttgtata 


gccgtggaaa 


2340 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


9 9 9 9 9 Ot^ 0»0r 9 

dddddC U Cgd 
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<210> 22 
<211> 2379 
<212> DNA 

<213> Drosophila melanogaster 










<400> 22 
cgaaacgggc 


acaccaattc 


agctgacgct 


ccacgcccaa 


^^oia'H'H'H-H or or 

Ti.u.cacr.ci.gg 


cat t taaaaa 


0 U 


atcgaacggt 


ttcggcgcgt 


tctccgcttt 


^^^^ ^ ^ ^^^^ ^ ^ 

gcgcccggcu 


cccgcgcacc 


cgacgggcaa 


X^ u 


aaccgagatt 


tgatcgccgc 


ttctcttgtc 


aaccgcgcgg 


accugacccc 


cgctcccgag 


Xo u 


gcactttcag 


ccgatcgccg 


gtggaattat 


aggcccagaa 


cgaggagtat 


cgccgcaaaa 


9 A A 


ctccaggcga 


acgcaaacgc 


aaaaggggca 


gcccgcagca 


aagaagaaag 


gagagcaaga 


inn 


tggccgcgaa 


gcccgaggat 


aagagcacgg 


atatitccgga 


tcgcctcgtc 


gacatcaacc 




agcggaaaac 


ctacaagcgc 


atgcggttct 


tcggcaaggg 


cgggtttgca 


aaatgttacg 


420 


agatcatcga 


tgtggaaacc 


gacgacgtct 


tcgccggcaa 


gatcgtatcc 


aagaagctga 


480 


tgatcaaaca 


caatcagaag 


gagaagaccg 


cccaggagat 


aactattcac 


cgcagcctta 


540 


accatccgaa 


cattgtcaag 


tttcacaact 


actttgaaga 


ttcgcagaat 


atctacattg 


600 


tgctggagct 


gtgcaagaaa 


agatccatga 


tggagctgca 


caaacgtagg 


aaaagcatta 


660 



cggagttcga atgccgctac tacatttacc agataatcca gggcgttaag tacttgcacg 720 

ataaccgcat tatccatcga gatctgaagc tgggcaatct cttcctcaac gatttgttgc 780 

acgtgaagat cggggatttc gggttggcca cgcgcattga gtatgagggc gagcgaaaaa 840 

agaccttatg cggaacgccc aactatatag ccccggagat cctcaccaag aagggccact 900 

ccttcgaggt ggacatctgg tcgattggct gcgtcatgta cacactgctt gtgggccagc 960 

cgccgttcga aaccaagact ctgaaggata cgtactcgaa aatcaagaag tgcgagtacc 1020 

gcgtgcccag ctacttaagg aaaccggcgg cggatatggt catcgccatg ctgcagccaa 1080 

atccggagag ccgcccggca attggtcagc tgctgaactt tgagttcctc aagggctcaa 1140 

aggtgcccat gttcttgccc agctcttgtc tgacaatggc gccgcgtatc ggcagcaacg 1200 

acaccatcga ggattcgatg caccgcaagc cactgatgga gatgaacggc atcaggcccg 1260 

acgacactcg tctggagtcg accttcctca aggccaatct gcacgacgcc attaccgcgt 1320 

cagcgcaggt gtgccgccac agcgaggact atcgcagcga tatcgagagc ctgtaccagc 1380 

agctcactaa tcttatcaac ggaaagccgc gaattctgca aggcaatctg ggcgacgaga 1440 

acacagatcc tgcagcgcag ccgctcttct ggatatccaa gtgggttgac tacagcgaca 1500 

agtacggatt tggttaccag ctgtgcgatg agggcatcgg cgtgatgttc aacgacacca 1560 

caaagctgat cctgctgccg aatcagatca acgtacactt catcgacaag gatggcaagg 1620 

agacgtacat gaccaccacg gattactgca agtcgcttga caagaagatg aagctgctgt 1680 

cgtactttaa gcgctacatg atcgagcacc tggtgaaggc aggtgccaac aatgtgaaca 1740 

ttgagagcga tcaaatctcg cgtatgcccc atttacactc ctggttccgt acaacatgtg 1800 

ccgtagttat gcatttgacc aacggttctg tgcagctaaa cttctcagat cacatgaagc 1860 

tcatcctctg cccgcgcatg agtgctataa cctatatgga ccaggagaag aacttccgca 1920 

cctaccgatt ttcgaccatt gtggagaacg gcgtgtctaa agacttgtac cagaagatcc 1980 

gatatgccca ggagaaactt aggaaaatgc tggagaagat gttcacataa gcgtagccag 2040 

cccaactatc attataaggc cgaatgttag tttaacgtaa ttcacgaatg ccctggccaa 2100 

cttcatttat agcccagaaa gtatcctcct ctcccatcat cttttaaaat tgtagttccc 2160 

gttcaaattg atttgttcga tgtttataga atttatttgt ttttgcccct tccccttcat 2220 

atcgaaaata ctgcttaagt tatattcatc gtcagtgttg ggcctccctc aaaagtaatt 2280 

taatatatct gtttaatggt tttcgtacac gatccgatca cttaatgcat tttaaagaga 2340 
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tcaaattaaa tgtttaaact aaaaaaaaaa aaaaaaaaa 



2379 



<210> 23 

<211> 2629 

<212> DNA 

<213> Drosophila melanogaster 

<400> 23 





A r'crcrcrr'a r* 

dVw>yyyv^a^dv» 


^dd L» L« ny i« 


U cLddcLctcl u 


dd^y y L> L. i«%^y 


y^yv^yuwwi»v.r 


rr/^rr/^o o o s ^ ^ 

g gg c acicia C 


^a na H ^ /ra ^ 
y dy d u u uyd 1.. 


L>y v> w U U 




L. u uCdy ccy d 


ucy ccyy uyy 




dy y ^yddcy 


aaa^rrt^aaaa 
ddd^y L^dddd 




Cy Cy dciyCCC 


rra rrrra +- a a rra 
y dy ydUddyd 




^a aaa^^Ha^ 
y ddddCCUdC 


a a cx c^cx a H 

ddy eg cduyc 




Cd L> L.'y d t.y L. y 


rra aa/^<^rTa/~"fT 
ydddv.»i^y dwy 




^aaa^a^aat~ 
L.ddd(^dCdd L. 


i^aora arrrrarra 

udy ddy y dy d 


rr /~* f* t~ ^ a a a 

y I— uddv.* v«>d 


i.'i^Voy ddwd L> Lr 


y i«^,«ddy i» ^ 




ygdy ctgugc 


a a rra a a a rra t* 
ddy ddddy d u 


gCdUUdCy^d 


y u i^uy cLduy 


r'rrr*t"a r»Ha r^a 
^y C UdOCdL.d 


ugCdCgdi-dd 


f% ^ 4" 

ccgcdu L.ai«c 


Cducy dy dcc 


tgttgcacgb 


gaagatcggg 


^^r^ 4* 4* ^ 4~ 

gaccccgggi: 


gaaaaaagac 


cttatgcgga 


acgcccaact 


gccactcctt 


cgaggtggac 


atctggtcga 


gccagccgcc 


gttcgaaacc 


aagactctga 


agtaccgcgt 


gcccagctac 


ttaaggaaac 


agccaaatcc 


ggagagccgc 


ccggcaattg 


gctcaaaggt 


gcccatgttc 


ttgcccagct 


gcaacgacac 


catcgaggat 


tcgatgcacc 


ggcccgacga 


cactcgtctg 


gagtcgacct 


ccgcgtcagc 


gcaggtgtgc 


cgccacagcg 


accagcagct 


cactaatctt 


atcaacggaa 



gacgcttcac gtccaattca ttttggcatt 60 

cgctttgtgc ttggttttcg tgcattcgat 120 

cttgtcaacc gtgtggatct gatctccgtt 180 

aattataggc tcagaacgag gagtatcgcc 240 

ggggcagtcc gtagtaaaga agaaaggaga 300 

gcacggatat tccggatcgc ctcgtcgaca 360 

ggttcttcgg caagggcggg tttgcaaaat 420 

acgtcttcgc cggcaagatc gtatccaaga 480 

agaccgccca ggagataact attcaccgca 540 

acaactactt tgaagattcg cagaatatct 600 

ccatgatgga gctgcacaaa cgtaggaaaa 660 

tttaccagat aatccagggc gttaagtact 720 

tgaagctggg caatctcttc ctcaacgatt 780 

tggccacgcg cattgagtat gagggcgagc 840 

atatagcccc ggagatcctc accaagaagg 900 

ttggctgcgt catgtacaca ctgcttgtgg 960 

aggatacgta ctcgaaaatc aagaagtgcg 1020 

cggcggcgga tatggtcatc gccatgctgc 1080 

gtcagctgct gaactttgag ttcctcaagg 1140 

cttgtctgac aatggcgccg cgtatcggca 1200 

gcaagccact gatggagatg aacggcatca 1260 

tcctcaaggc caatctgcac gacgccatta 1320 

aggactatcg cagcgatatc gagagcctgt 1380 

agccgcgaat tctgcaaggc aatctgggcg 1440 
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acgagaacac 


agatcctgca 


gcgcagccgc 


tcttctggat 


atccaagtgg 


gttgactaca 


1500 


gcgacaagta 


cggatttggt 


taccagctgt 


gcgatgaggg 


catcggcgtg atgttcaacg 


1560 


acaccacaaa 


gctgatcctg 


ctgccgaatc 


agatcaacgt 


acacttcatc 


gacaaggatg 


1620 


gcaaggagac 


gtacatgacc 


accacggatt 


actgcaagtc 


gcttgacaag 


aagatgaagc 


1680 


tgctgtcgta 


ctttaagcgc 


tacatgatcg 


agcacctggt 


gaaggcaggt 


gccaacaatg 


1740 


tgaacattga 


gagcgatcaa 


atctcgcgta 


tgccccattt 


acactcctgg 


ttccgtacaa 


1800 


catgtgccgt 


agttatgcat 


ttgaccaacg 


gttctgtgca 


gctaaacttc 


tcagatcaca 


1860 


tgaagctcat 


cctctgcccg 


cgcatgagtg 


ctataaccta 


tatggaccag 


gagaagaact 


1920 


tccgcaccta 


ccgattttcg 


accattgtgg 


agaacggcgt 


gtctaaagac 


ttgtaccaga 


1980 


agatccgata 


tgcccaggag 


aaacttagga 


aaatgctgga 


gaagatgttc 


acataagcgt 


2040 


agccagccca 


actatcatta 


taaggccgaa 


tgttagttta 


acgtaattca 


cgaatgccct 


2100 


ggccaacttc 


atttatagcc 


cagaaagtat 


cctcctctcc 


catcatcttt 


taaaattgta 


2160 


gttcccgttc 


aaattgattt 


gttcgatgtt 


tatagaattt 


atttgttttt 


gccccttccc 


2220 


cttcatatcg 


aaaatactgc 


ttaagttata 


ttcatcgtca 


gtgttgggcc 


tccctcaaaa 


2280 


gtaatttaat 


atatctgttt 


aatggttttc 


gtacacgatc 


cgatcactta 


atgcatttta 


2340 


aagagatcaa 


attaaatgtt 


taaactaagc 


aaacgtgttt 


cgaaatgcct 


atattcaccg 


2400 


aggtgactga 


taacaaaatt 


ttaatgctgg 


atacattata 


aaagtaatag 


tgtaatattg 


2460 


tgcgttcgta 


gtgcgctata 


gcgccattta 


aaataataca 


taagttacaa 


tactgctgca 


2520 


aagtgtttaa 


gtgtacaagt 


atattcaact 


ttggccagaa 


atatctgtag 


ctataggata 


2580 


caatatgtaa 


atgcttttga 


actaaaagcg 


aatatatata 


aaatttaat 




2629 



<210> 24 

<211> 603 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Ser Ala Ala Val Thr Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 

Pro Gly Lys Ala Gly Val Pro Gly Val Ala Ala Pro Gly Ala Pro Ala 
20 25 30 

Ala Ala Pro Pro Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
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35 



40 



45 



Ser Arg Arg Arg Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Arg Glu 
85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Asn Asp Phe Val Phe Val 

115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Arg Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Asp Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 
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His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Glri Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie Asn Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro 
340 345 350 



Glu Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu 
355 360 365 



Val Val Asp Cys His Leu Ser Asp Met Leu Gin Gin Leu His Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 
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lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Ser Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 



Pro Leu Met Ala Ala Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 . 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 25 

<211> 603 

<212> PRT 

<213> Mus musculus 

<400> 25 

Met Asn Ala Ala Ala Lys Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Leu Gly Lys Gly Gly Val Pro Gly Asp Ala Val Pro Gly Ala Pro Val 
20 25 30 



Ala Ala Pro Leu Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Arg Gin Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ala Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Lys Glu 
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85 90 95 



Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 



Val Val Gly Phe His Asp Phe Phe Glu Asp Ser Asp Phe Val Phe Val 
115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Gin Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Glu Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Thr Ala Arg Pro Thr lie His Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 
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lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Ser 
325 330 335 



Arg Lys Pro Leu Lys Val Leu Asn Lys Gly Val Glu Asn Pro Leu Pro 
340 345 350 



Asp Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Asn Glu 
355 360 365 



Ala lie Glu Cys His Leu Ser Asp Leu Leu Gin Gin Leu Thr Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Asn 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Thr Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 
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Pro Leu Met Ala Ala Val Thr Tyr lie Asn Glu Lys Arg Asp Phe Gin 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 



<210> 26 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (6) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (7).. (7) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa = any amino acid except Cys 

<400> 26 

Met Ala Xaa Xaa Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa Ala Lys Lys 
15 10 15 



<210> 27 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 
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<221> MISC_FEATURE 

<222> (3).. (6) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa = any amino acid except Cys 

<400> 27 

Met Ala Xaa Xaa Xaa Xaa Ser Pro Xaa Xaa Xaa Xaa Ala Lys Lys 
1 5 10 15 



<210> 28 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MISC__FEATURE 

<222> (3) . . (6) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa = any amino acid except Cys 

<400> 28 

Met Ala Xaa Xaa Xaa Xaa Ser Thr Xaa Xaa Xaa Xaa Ala Lys Lys 
15 10 15 



<210> 29 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
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<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (3) . . (6) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MIS COFEATURE 

<222> (9).. (12) 

<223> Xaa = any amino acid except Cys 

<400> 29 

Met Ala Xaa Xaa Xaa Xaa Ser Ser Xaa Xaa Xaa Xaa Ala Lys Lys 

15 10 15 



<210> 30 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (1)..(1) 

<223> Biotin-X 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (8) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MISC__FEATURE 

<222> (9) . . (9) 

<223> Xaa is a biased mixture of Pro, Leu, lie, Val, Phe, Met, or Trp 
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<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (11) . . (11) 

<223> Phosphorylated 

<220> 

<221> MISC_FEATURE 

<222> (13).. (16) 

<223> Xaa is any amino acid except Cys 

<400> 30 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 31 

<211> 20 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> X is aminohexanoic acid 

<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> Biotin-X 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> X is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (8) 

<223> X is any amino acid except for Cys 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 
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<223> 



X is a biased mixture of Phe, Leu, lie, Val, Phe, Met, or Trp 



<220> 

<221> MISC_FEATURE 
<222> (10),. (10) 

<223> X is any amino acid except for Cys 
<220> 

<221> MISC_FEATURE 
<222> (13).. (16) 

<223> X is any amino acid except for Cys 
<400> 31 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 32 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> Biotin-X 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (10) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (11).. (11) 

< 2 2 3 > PHOS PHORYLATION 

<220> 
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<221> MISC_FEATURE 
<222> (12).. (16) 

<223> Xaa is any amino acid except Cys 
<400> 32 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 33 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> Biotin-X 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (10) 

<223> Xaa is any amino acid except Cys 

<220> 

<221> MISC_FEATURE 

<222> (12).. (16) 

<223> Xaa is any amino acid except Cys 

<400> 33 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 
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<210> 34 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<400> 34 

Met Ala Gly Pro Met Gin Ser Thr Pro Leu Asn Gly Ala Lys Lys 
15 10 15 



<210> 35 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> Biotin-X 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = aminohexanoic acid 
<220> 

<221> MIS COFEATURE 

<222> (3).. (3) 

<223> Xaa = aminohexanoic acid 

<220> 

<221> MIS COFEATURE 

<222> (7) . . (9) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa is a biased mixture of Ala, lie, Leu, Met, Asn, Pro, Ser, 
Thr, or Val 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa is phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC FEATURE 
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<222> (13) . . (13) 

<223> Xaa is biased mixture of 25% Glu and 75% any amino acid except 
Arg, Cys, His, or Lys 

<220> 

<221> MISC_FEATURE 
<222> (14) . . (16) 

<223> Xaa is any amino acid except Cys 
<400> 35 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 36 

<211> 20 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (1) . . (1) 

<223> Biotin - X 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (10) 

<223> Xaa is any amino acid except for Cys 
<220> 

<221> MOD_RES 

<222> (11) . . (11) 

<223> Phosphorylated Ser 

<220> 

<221> MISC_FEATURE 

<222> (12) . . (16) 

<223> Xaa is any amino acid except for Cys 
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<400> 36 



Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa 
15 10 15 



Ala Lys Lys Lys 
20 



<210> 37 

<211> 2089 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Met Glu Asp Thr Gin Ala lie Asp Trp Asp Val Glu Glu Glu Glu Glu 
15 10 15 



Thr Glu Gin Ser Ser Glu Ser Leu Arg Cys Asn Val Glu Pro Val Gly 
20 25 30 



Arg Leu His lie Phe Ser Gly Ala His Gly Pro Glu Lys Asp Phe Pro 
35 40 45 



Leu His Leu Gly Lys Asn Val Val Gly Arg Met Pro Asp Cys Ser Val 
50 55 60 



Ala Leu Pro Phe Pro Ser lie Ser Lys Gin His Ala Glu lie Glu lie 
65 70 75 80 



Leu Ala Trp Asp Lys Ala Pro lie Leu Arg Asp Cys Gly Ser Leu Asn 
85 90 95 



Gly Thr Gin lie Leu Arg Pro Pro Lys Val Leu Ser Pro Gly Val Ser 
100 105 110 



His Arg Leu Arg Asp Gin Glu Leu lie Leu Phe Ala Asp Leu Leu Cys 
115 120 125 



Gin Tyr His Arg Leu Asp Val Ser Leu Pro Phe Val Ser Arg Gly Pro 
130 135 140 



Leu Thr Val Glu Glu Thr Pro Arg Val Gin Gly Glu Thr Gin Pro Gin 
145 150 155 160 



108 



Arg Leu Leu Leu Ala Glu Asp Ser Glu Glu Glu Val Asp Phe Leu Ser 
165 170 175 



Glu Arg Arg Met Val Lys Lys Ser Arg Thr Thr Ser Ser Ser Val lie 
180 185 190 



Val Pro Glu Ser Asp Glu Glu Gly His Ser Pro Val Leu Gly Gly Leu 
195 200 205 



Gly Pro Pro Phe Ala Phe Asn Leu Asn Ser Asp Thr Asp Val Glu Glu 
210 215 220 



Gly Gin Gin Pro Ala Thr Glu Glu Ala Ser Ser Ala Ala Arg Arg Gly 
225 230 235 240 



Ala Thr Val Glu Ala Lys Gin Ser Glu Ala Glu Val Val Thr Glu lie 
245 250 255 



Gin Leu Glu Lys Asp Gin Pro Leu Val Lys Glu Arg Asp Asn Asp Thr 
260 265 270 



Lys Val Lys Arg Gly Ala Gly Asn Gly Val Val Pro Ala Gly Val He 
275 280 285 



Leu Glu Arg Ser Gin Pro Pro Gly Glu Asp Ser Asp Thr Asp Val Asp 
290 295 300 



Asp Asp Ser Arg Pro Pro Gly Arg Pro Ala Glu Val His Leu Glu Arg 
305 310 315 320 



Ala Gin Pro Phe Gly Phe He Asp Ser Asp Thr Asp Ala Glu Glu Glu 
325 330 335 



Arg He Pro Ala Thr Pro Val Val He Pro Met Lys Lys Arg Lys He 
340 345 350 



Phe His Gly Val Gly Thr Arg Gly Pro Gly Ala Pro Gly Leu Ala His 
355 360 365 



Leu Gin Glu Ser Gin Ala Gly Ser Asp Thr Asp Val Glu Glu Gly Lys 
370 375 380 
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Ala Pro Gin Ala Val Pro Leu Glu Lys Ser Gin Ala Ser Met Val lie 
385 390 395 400 



Asn Ser Asp Thr Asp Asp Glu Glu Glu Val Ser Ala Ala Leu Thr Leu 
405 410 415 



Ala His Leu Lys Glu Ser Gin Pro Ala lie Trp Asn Arg Asp Ala Glu 
420 425 430 



Glu Asp Met Pro Gin Arg Val Val Leu Leu Gin Arg Ser Gin Thr Thr 
435 440 445 



Thr Glu Arg Asp Ser Asp Thr Asp Val Glu Glu Glu Glu Leu Pro Val 
450 455 460 



Glu Asn Arg Glu Ala Val Leu Lys Asp His Thr Lys lie Arg Ala Leu 
465 470 475 480 



Val Arg Ala His Ser Glu Lys Asp Gin Pro Pro Phe Gly Asp Ser Asp 
485 490 495 



Asp Ser Val Glu Ala Asp Lys Ser Ser Pro Gly lie His Leu Glu Arg 
500 505 510 



Ser Gin Ala Ser Thr Thr Val Asp lie Asn Thr Gin Val Glu Lys Glu 
515 520 525 



Val Pro Pro Gly Ser Ala lie Met His lie Lys Lys His Gin Val Ser 
530 535 540 



Val Glu Gly Thr Asn Gin Thr Asp Val Lys Ala Val Gly Gly Pro Ala 
545 550 555 560 



Lys Leu Leu Val Val Ser Leu Glu Glu Ala Trp Pro Leu His Gly Asp 
565 570 575 



Cys Glu Thr Asp Ala Glu Glu Gly Thr Ser Leu Thr Ala Ser Val Val 
580 585 590 



Ala Asp Val Arg Lys Ser Gin Leu Pro Ala Glu Gly Asp Ala Gly Ala 
595 600 605 



Glu Trp Ala Ala Ala Val Leu Lys Gin Glu Arg Ala His Glu Val Gly 
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610 615 620 



Ala Gin Gly Gly Pro Pro Val Ala Gin Val Glu Gin Asp Leu Pro lie 
625 630 635 640 



Ser Arg Glu Asn Leu Thr Asp Leu Val Val Asp Thr Asp Thr Leu Gly 
645 650 655 



Glu Ser Thr Gin Pro Gin Arg Glu Gly Ala Gin Val Pro Thr Gly Arg 
660 665 670 



Glu Arg Glu Gin His Val Gly Gly Thr Lys Asp Ser Glu Asp Asn Tyr 
675 680 685 



Gly Asp Ser Glu Asp Leu Asp Leu Gin Ala Thr Gin Cys Phe Leu Glu 
690 695 700 



Asn Gin Gly Leu Glu Ala Val Gin Ser Met Glu Asp Glu Pro Thr Gin 
705 710 715 720 



Ala Phe Met Leu Thr Pro Pro Gin Glu Leu Gly Pro Ser His Cys Ser 
725 730 735 



Phe Gin Thr Thr Gly Thr Leu Asp Glu Pro Trp Glu Val Leu Ala Thr 
740 745 750 



Gin Pro Phe Cys Leu Arg Glu Ser Glu Asp Ser Glu Thr Gin Pro Phe 
755 760 765 



Asp Thr His Leu Glu Ala Tyr Gly Pro Cys Leu Ser Pro Pro Arg Ala 
770 775 780 



lie Pro Gly Asp Gin His Pro Glu Ser Pro Val His Thr Glu Pro Met 
785 790 795 800 



Gly lie Gin Gly Arg Gly Arg Gin Thr Val Asp Lys Val Met Gly lie 
805 810 815 



Pro Lys Glu Thr Ala Glu Arg Val Gly Pro Glu Arg Gly Pro Leu Glu 
820 825 830 



Arg Glu Thr Glu Lys Leu Leu Pro Glu Arg Gin Thr Asp Val Thr Gly 
835 840 845 
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Glu Glu Glu Leu Thr Lys Gly Lys Gin Asp Arg Glu Gin Lys Gin Leu 
850 855 860 



Leu Ala Arg Asp Thr Gin Arg Gin Glu Ser Asp Lys Asn Gly Glu Ser 
865 870 875 880 



Ala Ser Pro Glu Arg Asp Arg Glu Ser Leu Lys Val Glu lie Glu Thr 
885 890 895 



Ser Glu Glu lie Gin Glu Lys Gin Val Gin Lys Gin Thr Leu Pro Ser 
900 905 910 



Lys Ala Phe Glu Arg Glu Val Glu Arg Pro Val Ala Asn Arg Glu Cys 
915 920 925 



Asp Pro Ala Glu Leu Glu Glu Lys Val Pro Lys Val lie Leu Glu Arg 
930 935 940 



Asp Thr Gin Arg Gly Glu Pro Glu Gly Gly Ser Gin Asp Gin Lys Gly 
945 950 955 960 



Gin Ala Ser Ser Pro Thr Pro Glu Pro Gly Val Gly Ala Gly Asp Leu 
965 970 975 



Pro Gly Pro Thr Ser Ala Pro Val Pro Ser Gly Ser Gin Ser Gly Gly 
980 985 990 



Arg Gly Ser Pro Val Ser Pro Arg Arg His Gin Lys Gly Leu Leu Asn 
995 1000 1005 



Cys Lys Met Pro Pro Ala Glu Lys Ala Ser Arg lie Arg Ala Ala 
1010 1015 1020 



Glu Lys Val Ser Arg Gly Asp Gin Glu Ser Pro Asp Ala Cys Leu 
1025 1030 1035 



Pro Pro Ala Val Pro Glu Ala Pro Ala Pro Pro Gin Lys Pro Leu 
1040 1045 1050 



Asn Ser Gin Ser Gin Lys His Leu Ala Pro Pro Pro Leu Leu Ser 
1055 1060 1065 
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Pro Leu Leu Pro Ser lie Lys Pro Thr Val Arg Lys Thr Arg Gin 
1070 1075 1080 



Asp Gly Ser Gin Glu Ala Pro Glu Ala Pro Leu Ser Ser Glu Leu 
1085 1090 1095 



Glu Pro Phe His Pro Lys Pro Lys lie Arg Thr Arg Lys Ser Ser 
1100 1105 1110 



Arg Met Thr Pro Phe Pro Ala Thr Ser Ala Ala Pro Glu Pro His 
1115 1120 1125 



Pro Ser Thr Ser Thr Ala Gin Pro Val Thr Pro Lys Pro Thr Ser 
1130 1135 1140 



Gin Ala Thr Arg Ser Arg Thr Asn Arg Ser Ser Val Lys Thr Pro 
1145 1150 1155 



Glu Pro Val Val Pro Thr Ala Pro Glu Leu Gin Pro Ser Thr Ser 
1160 1165 1170 



Thr Asp Gin Pro Val Thr Ser Glu Pro Thr Ser Gin Val Thr Arg 
1175 1180 1185 



Gly Arg Lys Ser Arg Ser Ser Val Lys Thr Pro Glu Thr Val Val 
1190 1195 1200 



Pro Thr Ala Leu Glu Leu Gin Pro Ser Thr Ser Thr Asp Arg Pro 
1205 1210 1215 



Val Thr Ser Glu Pro Thr Ser Gin Ala Thr Arg Gly Arg Lys Asn 
1220 1225 1230 



Arg Ser Ser Val Lys Thr Pro Glu Pro Val Val Pro Thr Ala Pro 
1235 1240 1245 



Glu Leu Gin Pro Ser Thr Ser Thr Asp Gin Pro Val Thr Ser Glu 
1250 1255 1260 



Pro Thr Tyr Gin Ala Thr Arg Gly Arg Lys Asn Arg Ser Ser Val 
1265 1270 1275 
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Lys Thr Pro Glu Pro Val Val Pro Thr Ala Pro Glu Leu Arg Pro 
1280 1285 1290 



Ser Thr Ser Thr Asp Arg Pro Val Thr Pro Lys Pro Thr Ser Arg 
1295 1300 1305 



Thr Thr Arg Ser Arg Thr Asn Met Ser Ser Val Lys Thr Pro Glu 
1310 1315 1320 



Thr Val Val Pro Thr Ala Pro Glu Leu Gin lie Ser Thr Ser Thr 
1325 1330 1335 



Asp Gin Pro Val Thr Pro Lys Pro Thr Ser Arg Thr Thr Arg Ser 
1340 1345 1350 



Arg Thr Asn Met Ser Ser Val Lys Asn Pro Glu Ser Thr Val Pro 
1355 1360 1365 



lie Ala Pro Glu Leu Pro Pro Ser Thr Ser Thr Glu Gin Pro Val 
1370 1375 1380 



Thr Pro Glu Pro Thr Ser Arg Ala Thr Arg Gly Arg Lys Asn Arg 
1385 1390 1395 



Ser Ser Gly Lys Thr Pro Glu Thr Leu Val Pro Thr Ala Pro Lys 
1400 1405 1410 



Leu Glu Pro Ser Thr Ser Thr Asp Gin Pro Val Thr Pro Glu Pro 
1415 1420 1425 



Thr Ser Gin Ala Thr Arg Gly Arg Thr Asn Arg Ser Ser Val Lys 
1430 1435 1440 



Thr Pro Glu Thr Val Val Pro Thr Ala Pro Glu Leu Gin Pro Ser 
1445 1450 1455 



Thr Ser Thr Asp Gin Pro Val Thr Pro Glu Pro Thr Ser Gin Ala 
1460 1465 1470 



Thr Arg Gly Arg Thr Asp Arg Ser Ser Val Lys Thr Pro Glu Thr 
1475 1480 1485 



Val Val Pro Thr Ala Pro Glu Leu Gin Ala Ser Ala Ser Thr Asp 
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1490 



1495 



1500 



Gin Pro Val Thr Ser Glu Pro Thr Ser Arg Thr Thr Arg Gly Arg 
1505 1510 1515 



Lys Asn Arg Ser Ser Val Lys Thr Pro Glu Thr Val Val Pro Ala 
1520 1525 1530 



Ala Pro Glu Leu Gin Pro Pro Thr Ser Thr Asp Arg Pro Val Thr 
1535 1540 1545 



Pro Glu Pro Thr Ser Arg Ala Thr Arg Gly Arg Thr Asn Arg Ser 
1550 1555 1560 



Ser Val Lys Thr Pro Glu Ser lie Val Pro lie Ala Pro Glu Leu 
1565 1570 1575 



Gin Pro Ser Thr Ser Arg Asn Gin Leu Val Thr Pro Glu Pro Thr 
1580 1585 1590 



Ser Arg Ala Thr Arg Cys Arg Thr Asn Arg Ser Ser Val Lys Thr 
1595 1600 1605 



Pro Glu Pro Val Val Pro Thr Ala Pro Glu Pro His Pro Thr Thr 
1610 1615 1620 



Ser Thr Asp Gin Pro Val Thr Pro Lys Leu Thr Ser Arg Ala Thr 
1625 1630 1635 



Arg Arg Lys Thr Asn Arg Ser Ser Val Lys Thr Pro Lys Pro Val 
1640 1645 1650 



Glu Pro Ala Ala Ser Asp Leu Glu Pro Phe Thr Pro Thr Asp Gin 
1655 1660 1665 



Ser Val Thr Pro Glu Ala lie Ala Gin Gly Gly Gin Ser Lys Thr 
1670 1675 1680 



Leu Arg Ser Ser Thr Val Arg Ala Met Pro Val Pro Thr Thr Pro 
1685 1690 1695 



Glu Phe Gin Ser Pro Val Thr Thr Asp Gin Pro lie Ser Pro Glu 
1700 1705 1710 
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Pro lie Thr Gin Pro Ser Cys lie Lys Arg Gin Arg Ala Ala Gly 
1715 1720 1725 



Asn Pro Gly Ser Leu Ala Ala Pro lie Asp His Lys Pro Cys Ser 
1730 1735 1740 



Ala Pro Leu Glu Pro Lys Ser Gin Ala Ser Arg Asn Gin Arg Trp 
1745 1750 1755 



Gly Ala Val Arg Ala Ala Glu Ser Leu Thr Ala lie Pro Glu Pro 
1760 1765 1770 



Ala Ser Pro Gin Leu Leu Glu Thr Pro lie His Ala Ser Gin lie 
1775 1780 1785 



Gin Lys Val Glu Pro Ala Gly Arg Ser Arg Phe Thr Pro Glu Leu 
1790 1795 1800 



Gin Pro Lys Ala Ser Gin Ser Arg Lys Arg Ser Leu Ala Thr Met 
1805 1810 1815 



Asp Ser Pro Pro His Gin Lys Gin Pro Gin Arg Gly Glu Val Ser 
1820 1825 1830 



Gin Lys Thr Val lie lie Lys Glu Glu Glu Glu Asp Thr Ala Glu 
1835 1840 1845 



Lys Pro Gly Lys Glu Glu Asp Val Val Thr Pro Lys Pro Gly Lys 
1850 1855 1860 



Arg Lys Arg Asp Gin Ala Glu Glu Glu Pro Asn Arg lie Pro Ser 
1865 1870 1875 



Arg Ser Leu Arg Arg Thr Lys Leu Asn Gin Glu Ser Thr Ala Pro 
1880 1885 1890 



Lys Val Leu Phe Thr Gly Val Val Asp Ala Arg Gly Glu Arg Ala 
1895 1900 1905 



Val Leu Ala Leu Gly Gly Ser Leu Ala Gly Ser Ala Ala Glu Ala 
1910 1915 1920 
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Ser His Leu Val Thr Asp Arg lie Arg Arg Thr Val Lys Phe Leu 
1925 1930 1935 



Cys Ala Leu Gly Arg Gly lie Pro lie Leu Ser Leu Asp Trp Leu 
1940 1945 1950 



His Gin Ser Arg Lys Ala Gly Phe Phe Leu Pro Pro Asp Glu Tyr 
1955 1960 1965 



Val Val Thr Asp Pro Glu Gin Glu Lys Asn Phe Gly Phe Ser Leu 
1970 1975 1980 



Gin Asp Ala Leu Ser Arg Ala Arg Glu Arg Arg Leu Leu Glu Gly 
1985 1990 1995 



Tyr Glu lie Tyr Val Thr Pro Gly Val Gin Pro Pro Pro Pro Gin 
2000 2005 2010 



Met Gly Glu lie lie Ser Cys Cys Gly Gly Thr Tyr Leu Pro Ser 
2015 2020 2025 



Met Pro Arg Ser Tyr Lys Pro Gin Arg Val Val lie Thr Cys Pro 
2030 2035 2040 



Gin Asp Phe Pro His Cys Ser lie Pro Leu Arg Val Gly Leu Pro 
2045 2050 2055 



Leu Leu Ser Pro Glu Phe Leu Leu Thr Gly Val Leu Lys Gin Glu 
2060 2065 2070 



Ala Lys Pro Glu Ala Phe Val Leu Ser Pro Leu Glu Met Ser Ser 
2075 2080 2085 



Thr 



<210> 38 

<211> 1972 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Asp Pro Thr Gly Ser Gin Leu Asp Ser Asp Phe Ser Gin Gin Asp 
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1 



5 



10 



15 



Thr Pro Cys Leu lie lie Glu Asp Ser Gin Pro Glu Ser Gin Val Leu 
20 25 30 



Glu Asp Asp Ser Gly Ser His Phe Ser Met Leu Ser Arg His Leu Pro 
35 40 45 



Asn Leu Gin Thr His Lys Glu Asn Pro Val Leu Asp Val Val Ser Asn 
50 55 60 



Pro Glu Gin Thr Ala Gly Glu Glu Arg Gly Asp Gly Asn Ser Gly Phe 
65 70 75 80 



Asn Glu His Leu Lys Glu Asn Lys Val Ala Asp Pro Val Asp Ser Ser 
85 90 95 



Asn Leu Asp Thr Cys Gly Ser lie Ser Gin Val lie Glu Gin Leu Pro 
100 105 110 



Gin Pro Asn Arg Thr Ser Ser Val Leu Gly Met Ser Val Glu Ser Ala 
115 120 125 



Pro Ala Val Glu Glu Glu Lys Gly Glu Glu Leu Glu Gin Lys Glu Lys 
130 135 140 



Glu Lys Glu Glu Asp Thr Ser Gly Asn Thr Thr His Ser Leu Gly Ala 
145 150 155 160 



Glu Asp Thr Ala Ser Ser Gin Leu Gly Phe Gly Val Leu Glu Leu Ser 
165 170 175 



Gin Ser Gin Asp Val Glu Glu Asn Thr Val Pro Tyr Glu Val Asp Lys 
180 185 190 



Glu Gin Leu Gin Ser Val Thr Thr Asn Ser Gly Tyr Thr Arg Leu Ser 
195 200 205 



Asp Val Asp Ala Asn Thr Ala lie Lys His Glu Glu Gin Ser Asn Glu 
210 215 220 



Asp lie Pro lie Ala Glu Gin Ser Ser Lys Asp lie Pro Val Thr Ala 
225 230 235 240 
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Gin Pro Ser Lys Asp Val His Val Val Lys Glu Gin Asn Pro Pro Pro 
245 250 255 



Ala Arg Ser Glu Asp Met Pro Phe Ser Pro Lys Ala Ser Val Ala Ala 
260 265 270 



Met Glu Ala Lys Glu Gin Leu Ser Ala Gin Glu Leu Met Glu Ser Gly 
275 280 285 



Leu Gin lie Gin Lys Ser Pro Glu Pro Glu Val Leu Ser Thr Gin Glu 
290 295 300 



Asp Leu Phe Asp Gin Ser Asn Lys Thr Val Ser Ser Asp Gly Cys Ser 
305 310 315 320 



Thr Pro Ser Arg Glu Glu Gly Gly Cys Ser Leu Ala Ser Thr Pro Ala 
325 330 335 



Thr Thr Leu His Leu Leu Gin Leu Ser Gly Gin Arg Ser Leu Val Gin 
340 345 350 



Asp Ser Leu Ser Thr Asn Ser Ser Asp Leu Val Ala Pro Ser Pro Asp 
355 360 365 



Ala Phe Arg Ser Thr Pro Phe lie Val Pro Ser Ser Pro Thr Glu Gin 
370 375 380 



Glu Gly Arg Gin Asp Lys Pro Met Asp Thr Ser Val Leu Ser Glu Glu 
385 390 395 400 



Gly Gly Glu Pro Phe Gin Lys Lys Leu Gin Ser Gly Glu Pro Val Glu 
405 410 415 



Leu Glu Asn Pro Pro Leu Leu Pro Glu Ser Thr Val Ser Pro Gin Ala 
420 425 430 



Ser Thr Pro lie Ser Gin Ser Thr Pro Val Phe Pro Pro Gly Ser Leu 
435 440 445 



Pro lie Pro Ser Gin Pro Gin Phe Ser His Asp lie Phe lie Pro Ser 
450 455 460 
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Pro Ser Leu Glu Glu Gin Ser Asn Asp Gly Lys Lys Asp Gly Asp Met 
465 470 475 480 



His Ser Ser Ser Leu Thr Val Glu Cys Ser Lys Thr Ser Glu lie Glu 
485 490 495 



Pro Lys Asn Ser Pro Glu Asp Leu Gly Leu Ser Leu Thr Gly Asp Ser 
500 505 510 



Cys Lys Leu Met Leu Ser Thr Ser Glu Tyr Ser Gin Ser Pro Lys Met 
515 520 525 



Glu Ser Leu Ser Ser His Arg lie Asp Glu Asp Gly Glu Asn Thr Gin 
530 535 540 



lie Glu Asp Thr Glu Pro Met Ser Pro Val Leu Asn Ser Lys Phe Val 
545 550 555 560 



Pro Ala Glu Asn Asp Ser lie Leu Met Asn Pro Ala Gin Asp Gly Glu 
565 570 575 



Val Gin Leu Ser Gin Asn Asp Asp Lys Thr Lys Gly Asp Asp Thr Asp 
580 585 590 



Thr Arg Asp Asp lie Ser lie Leu Ala Thr Gly Cys Lys Gly Arg Glu 
595 600 605 



Glu Thr Val Ala Glu Asp Val Cys lie Asp Leu Thr Cys Asp Ser Gly 
610 615 620 



Ser Gin Ala Val Pro Ser Pro Ala Thr Arg Ser Glu Ala Leu Ser Ser 
625 630 635 640 



Val Leu Asp Gin Glu Glu Ala Met Glu lie Lys Glu His His Pro Glu 
645 650 655 



Glu Gly Ser Ser Gly Ser Glu Val Glu Glu lie Pro Glu Thr Pro Cys 
660 665 670 



Glu Ser Gin Gly Glu Glu Leu Lys Glu Glu Asn Met Glu Ser Val Pro 
675 680 685 
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Leu His Leu Ser Leu Thr Glu Thr Gin Ser Gin Gly Leu Cys Leu Gin 
690 695 700 



Lys Glu Met Pro Lys Lys Glu Cys Ser Glu Ala Met Glu Val Glu Thr 
705 710 715 720 



Ser Val lie Ser lie Asp Ser Pro Gin Lys Leu Ala lie Leu Asp Gin 
725 730 735 



Glu Leu Glu His Lys Glu Gin Glu Ala Trp Glu Glu Ala Thr Ser Glu 
740 745 750 



Asp Ser Ser Val Val lie Val Asp Val Lys Glu Pro Ser Pro Arg Val 
755 760 765 



Asp Val Ser Cys Glu Pro Leu Glu Gly Val Glu Lys Cys Ser Asp Ser 
770 775 780 



Gin Ser Trp Glu Asp lie Ala Pro Glu lie Glu Pro Cys Ala Glu Asn 
785 790 795 800 



Arg Leu Asp Thr Lys Glu Glu Lys Ser Val Glu Tyr Glu Gly Asp Leu 
805 810 815 



Lys Ser Gly Thr Ala Glu Thr Glu Pro Val Glu Gin Asp Ser Ser Gin 
820 825 830 



Pro Ser Leu Pro Leu Val Arg Ala Asp Asp Pro Leu Arg Leu Asp Gin 
835 840 845 



Glu Leu Gin Gin Pro Gin Thr Gin Glu Lys Thr Ser Asn Ser Leu Thr 
850 855 860 



Glu Asp Ser Lys Met Ala Asn Ala Lys Gin Leu Ser Ser Asp Ala Glu 
865 870 875 880 



Ala Gin Lys Leu Gly Lys Pro Ser Ala His Ala Ser Gin Ser Phe Cys 
885 890 895 



Glu Ser Ser Ser Glu Thr Pro Phe His Phe Thr Leu Pro Lys Glu Gly 
900 905 910 



Asp lie lie Pro Pro Leu Thr Gly Ala Thr Pro Pro Leu lie Gly His 
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915 



920 



925 



Leu Lys Leu Glu Pro Lys Arg His Ser Thr Pro lie Gly lie Ser Asn 
930 935 940 



Tyr Pro Glu Ser Thr lie Ala Thr Ser Asp Val Met Ser Glu Ser Met 
945 950 955 960 



Val Glu Thr His Asp Pro lie Leu Gly Ser Gly Lys Gly Asp Ser Gly 
965 970 975 



Ala Ala Pro Asp Val Asp Asp Lys Leu Cys Leu Arg Met Lys Leu Val 
980 985 990 



Ser Pro Glu Thr Glu Ala Ser Glu Glu Ser Leu Gin Phe Asn Leu Glu 
995 1000 1005 



Lys Pro Ala Thr Gly Glu Arg Lys Asn Gly Ser Thr Ala Val Ala 
1010 1015 1020 



Glu Ser Val Ala Ser Pro Gin Lys Thr Met Ser Val Leu Ser Cys 
1025 1030 1035 



lie Cys Glu Ala Arg Gin Glu Asn Glu Ala Arg Ser Glu Asp Pro 
1040 1045 1050 



Pro Thr Thr Pro lie Arg Gly Asn Leu Leu His Phe Pro Ser Ser 
1055 1060 1065 



Gin Gly Glu Glu Glu Lys Glu Lys Leu Glu Gly Asp His Thr lie 
1070 1075 1080 



Arg Gin Ser Gin Gin Pro Met Lys Pro lie Ser Pro Val Lys Asp 
1085 1090 1095 



Pro Val Ser Pro Ala Ser Gin Lys Met Val lie Gin Gly Pro Ser 
1100 1105 1110 



Ser Pro Gin Gly Glu Ala Met Val Thr Asp Val Leu Glu Asp Gin 
1115 1120 1125 



Lys Glu Gly Arg Ser Thr Asn Lys Glu Asn Pro Ser Lys Ala Leu 
1130 1135 1140 
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lie Glu Arg Pro Ser Gin Asn Asn lie Gly lie Gin Thr Met Glu 
1145 1150 1155 



Cys Ser Leu Arg Val Pro Glu Thr Val Ser Ala Ala Thr Gin Thr 
1160 1165 1170 



lie Lys Asn Val Cys Glu Gin Gly Thr Ser Thr Val Asp Gin Asn 
1175 1180 1185 



Phe Gly Lys Gin Asp Ala Thr Val Gin Thr Glu Arg Gly Ser Gly 
1190 1195 1200 



Glu Lys Pro Val Ser Ala Pro Gly Asp Asp Thr Glu Ser Leu His 
1205 1210 1215 



Ser Gin Gly Glu Glu Glu Phe Asp Met Pro Gin Pro Pro His Gly 
1220 1225 1230 



His Val Leu His Arg His Met Arg Thr He Arg Glu Val Arg Thr 
1235 1240 1245 



Leu Val Thr Arg Val He Thr Asp Val Tyr Tyr Val Asp Gly Thr 
1250 1255 1260 



Glu Val Glu Arg Lys Val Thr Glu Glu Thr Glu Glu Pro He Val 
1265 1270 1275 



Glu Cys Gin Glu Cys Glu Thr Glu Val Ser Pro Ser Gin Thr Gly 
1280 1285 1290 



Gly Ser Ser Gly Asp Leu Gly Asp He Ser Ser Phe Ser Ser Lys 
1295 1300 1305 



Ala Ser Ser Leu His Arg Thr Ser Ser Gly Thr Ser Leu Ser Ala 
1310 1315 1320 



Met His Ser Ser Gly Ser Ser Gly Lys Gly Ala Gly Pro Leu Arg 
1325 1330 1335 



Gly Lys Thr Ser Gly Thr Glu Pro Ala Asp Phe Ala Leu Pro Ser 
1340 1345 1350 
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Ser Arg Gly Gly Pro Gly Lys Leu Ser Pro Arg Lys Gly Val Ser 
1355 1360 1365 



Gin Thr Gly Thr Pro Val Cys Glu Glu Asp Gly Asp Ala Gly Leu 
1370 1375 1380 



Gly lie Arg Gin Gly Gly Lys Ala Pro Val Thr Pro Arg Gly Arg 
1385 1390 1395 



Gly Arg Arg Gly Arg Pro Pro Ser Arg Thr Thr Gly Thr Arg Glu 
1400 1405 1410 



Thr Ala Val Pro Gly Pro Leu Gly lie Glu Asp lie Ser Pro Asn 
1415 1420 1425 



Leu. Ser Pro Asp Asp Lys Ser Phe Ser Arg Val Val Pro Arg Val 
1430 1435 1440 



Pro Asp Ser Thr Arg Arg Thr Asp Val Gly Ala Gly Ala Leu Arg 
1445 1450 1455 



Arg Ser Asp Ser Pro Glu lie Pro Phe Gin Ala Ala Ala Gly Pro 
1460 1465 1470 



Ser Asp Gly Leu Asp Ala Ser Ser Pro Gly Asn Ser Phe Val Gly 
1475 1480 1485 



Leu Arg Val Val Ala Lys Trp Ser Ser Asn Gly Tyr Phe Tyr Ser 
1490 1495 1500 



Gly Lys lie Thr Arg Asp Val Gly Ala Gly Lys Tyr Lys Leu Leu 
1505 1510 1515 



Phe Asp Asp Gly Tyr Glu Cys Asp Val Leu Gly Lys Asp lie Leu 
1520 1525 1530 



Leu Cys Asp Pro lie Pro Leu Asp Thr Glu Val Thr Ala Leu Ser 
1535 1540 1545 



Glu Asp Glu Tyr Phe Ser Ala Gly Val Val Lys Gly His Arg Lys 
1550 1555 1560 
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Glu Ser Gly Glu Leu Tyr Tyr Ser lie Glu Lys Glu Gly Gin Arg 
1565 1570 1575 



Lys Trp Tyr Lys Arg Met Ala Val lie Leu Ser Leu Glu Gin Gly 
1580 1585 1590 



Asn Arg Leu Arg Glu Gin Tyr Gly Leu Gly Pro Tyr Glu Ala Val 
1595 1600 1605 



Thr Pro Leu Thr Lys Ala Ala Asp lie Ser Leu Asp Asn Leu Val 
1610 1615 1620 



Glu Gly Lys Arg Lys Arg Arg Ser Asn Val Ser Ser Pro Ala Thr 
1625 1630 1635 



Pro Thr Ala Ser Ser Ser Ser Ser Thr Thr Pro Thr Arg Lys lie 
1640 1645 1650 



Thr Glu Ser Pro Arg Ala Ser Met Gly Val Leu Ser Gly Lys Arg 
1655 1660 1665 



Lys Leu lie Thr Ser Glu Glu Glu Arg Ser Pro Ala Lys Arg Gly 
1670 1675 1680 



Arg Lys Ser Ala Thr Val Lys Pro Gly Ala Val Gly Ala Gly Glu 
1685 1690 1695 



Phe Val Ser Pro Cys Glu Ser Gly Asp Asn Thr Gly Glu Pro Ser 
1700 1705 1710 



Ala Leu Glu Glu Gin Arg Gly Pro Leu Pro Leu Asn Lys Thr Leu 
1715 1720 1725 



Phe Leu Gly Tyr Ala Phe Leu Leu Thr Met Ala Thr Thr Ser Asp 
1730 1735 1740 



Lys Leu Ala Ser Arg Ser Lys Leu Pro Asp Gly Pro Thr Gly Ser 
1745 1750 1755 



Ser Glu Glu Glu Glu Glu Phe Leu Glu lie Pro Pro Phe Asn Lys 
1760 1765 1770 



Gin Tyr Thr Glu Ser Gin Leu Arg Ala Gly Ala Gly Tyr lie Leu 
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1775 



1780 



1785 



Glu Asp Phe Asn Glu Ala Gin Cys Asn Thr Ala Tyr Gin Cys Leu 
1790 1795 1800 



Leu lie Ala Asp Gin His Cys Arg Thr Arg Lys Tyr Phe Leu Cys 
1805 1810 1815 



Leu Ala Ser Gly lie Pro Cys Val Ser His Val Trp Val His Asp 
1820 1825 1830 



Ser Cys His Ala Asn Gin Leu Gin Asn Tyr Arg Asn Tyr Leu Leu 
1835 1840 1845 



Pro Ala Gly Tyr Ser Leu Glu Glu Gin Arg lie Leu Asp Trp Gin 
1850 1855 1860 



Pro Arg Glu Asn Pro Phe Gin Asn Leu Lys Val Leu Leu Val Ser 
1865 1870 1875 



Asp Gin Gin Gin Asn Phe Leu Glu Leu Trp Ser Glu lie Leu Met 
1880 1885 1890 



Thr Gly Gly Ala Ala Ser Val Lys Gin His His Ser Ser Ala His 
1895 1900 1905 



Asn Lys Asp lie Ala Leu Gly Val Phe Asp Val Val Val Thr Asp 
1910 1915 1920 



Pro Ser Cys Pro Ala Ser Val Leu Lys Cys Ala Glu Ala Leu Gin 
1925 1930 1935 



Leu Pro Val Val Ser Gin Glu Trp Val lie Gin Cys Leu He Val 
1940 1945 1950 



Gly Glu Arg He Gly Phe Lys Gin His Pro Lys Tyr Lys His Asp 
1955 1960 1965 



Tyr Val Ser His 
1970 



<210> 39 
<211> 1309 
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<212> PRT 

<213> Saccharomyces cerevisiae 



<400> 39 

Met Ser Gly Gin Leu Val Gin Trp Lys Ser Ser Pro Asp Arg Val Thr 
15 10 15 



Gin Ser Ala lie Lys Glu Ala Leu His Ser Pro Leu Ala Asp Gly Asp 
20 25 30 



Met Asn Glu Met Asn Val Pro Val Asp Pro Leu Glu Asn Lys Val Asn 
35 40 45 



Ser Thr Asn lie lie Glu Gly Ser Pro Lys Ala Asn Pro Asn Pro Val 
50 55 60 



Lys Phe Met Asn Thr Ser Glu lie Phe Gin Lys Ser Leu Gly Leu Leu 
65 70 75 80 



Asp Glu Ser Pro Arg His Asp Asp Glu Leu Asn lie Glu Val Gly Asp 
85 90 95 



Asn Asp Arg Pro Asn Ala Asn lie Leu His Asn Glu Arg Thr Pro Asp 
100 105 110 



Leu Asp Arg lie Ala Asn Phe Phe Lys Ser Asn Arg Thr Pro Gly Lys 
115 120 125 



Glu Asn Leu Leu Thr Lys Tyr Gin Ser Ser Asp Leu Glu Asp Thr Pro 
130 135 140 



Leu Met Leu Arg Lys Lys Met Thr Phe Gin Thr Pro Thr Asp Pro Leu 
145 150 155 160 



Glu Gin Lys Thr Phe Lys Lys Leu Lys Ser Asp Thr Gly Phe Cys Tyr 
165 170 175 



Tyr Gly Glu Gin Asn Asp Gly Glu Glu Asn Ala Ser Leu Glu Val Thr 
180 185 190 



Glu Ala Asp Ala Thr Phe Val Gin Met Ala Glu Arg Ser Ala Asp Asn 
195 200 205 
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Tyr Asp Cys Ala Leu Glu Gly lie Val Thr Pro Lys Arg Tyr Lys Asp 
210 215 220 



Glu Leu Ser Lys Ser Gly Gly Met Gin Asp Glu Arg Val Gin Lys Thr 
225 230 235 240 



Gin lie Met lie Ser Ala Glu Ser Pro Asn Ser lie Ser Ser Tyr Asp 
245 250 255 



Lys Asn Lys He Thr Gly Asn Gly Arg Thr Thr Arg Asn Val Asn Lys 
260 265 270 



Val Phe Asn Asn Asn Glu Asp Asn He Gly Ala He Glu Glu Lys Asn 
275 280 285 



Pro Val Lys Lys Lys Ser Glu Asn Tyr Ser Ser Asp Asp Leu Arg Glu 
290 295 300 



Arg Asn Asn Gin He He Gin Ser Asn Glu Ser Glu Glu He Asn Glu 
305 310 315 320 



Leu Glu Lys Asn Leu Asn Val Ser Gly Arg Glu Asn Asp Val Asn Asn 
325 330 335 



Leu Asp He Asp He Asn Ser Ala Val Ser Gly Thr Pro Ser Arg Asn 
340 345 350 



Asn Ala Glu Glu Glu Met Tyr Ser Ser Glu Ser Val Asn Asn Arg Glu 
355 360 365 



Pro Ser Lys Lys Trp He Phe Arg Tyr Ser Lys Asp Lys Thr Glu Asn 
370 375 380 



Asn Ser Asn Arg Ser Thr Gin He Val Asn Asn Pro Arg Thr Gin Glu 
385 390 395 400 



Met Pro Leu Asp Ser He Ser He Asp Thr Gin Pro Leu Ser Lys Ser 
405 410 415 



Phe Asn Thr Glu Thr Asn Asn Glu Leu Glu Thr Gin He He Val Ser 
420 425 430 



Ser Leu Ser Gin Gly He Ser Ala Gin Lys Gly Pro Val Phe His Ser 
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435 



440 



445 



Thr Gly Gin Thr Glu Glu lie Lys Thr Gin lie lie Asn Ser Pro Glu 
450 455 460 



Gin Asn Ala Leu Asn Ala Thr Phe Glu Thr Pro Val Thr Leu Ser Arg 
465 470 475 480 



lie Asn Phe Glu Pro lie Leu Glu Val Pro Glu Thr Ser Ser Pro Ser 
485 490 495 



Lys Asn Thr Met Ser Lys Pro Ser Asn Ser Ser Pro lie Pro Lys Glu 
500 505 510 



Lys Asp Thr Phe Asn lie His Glu Arg Glu Val Glu Thr Asn Asn Val 
515 520 525 



Phe Ser Asn Asp lie Gin Asn Ser Ser Asn Ala Ala Thr Arg Asp Asp 
530 535 540 



lie lie lie Ala Gly Ser Ser Asp Phe Asn Glu Gin Lys Glu lie Thr 
545 550 555 560 



Asp Arg lie Tyr Leu Gin Leu Ser Gly Lys Gin lie Ser Asp Ser Gly 
565 570 575 



Ser Asp Glu Thr Glu Arg Met Ser Pro Asn Glu Leu Asp Thr Lys Lys 
580 585 590 



Glu Ser Thr lie Met Ser Glu Val Glu Leu Thr Gin Glu Leu Pro Glu 
595 600 605 



Val Glu Glu Gin Gin Asp Leu Gin Thr Ser Pro Lys Lys Leu Val Val 
610 615 620 



Glu Glu Glu Thr Leu Met Glu lie Lys Lys Ser Lys Gly Asn Ser Leu 
625 630 635 640 



Gin Leu His Asp Asp Asn Lys Glu Cys Asn Ser Asp Lys Gin Asp Gly 
645 650 655 



Thr Glu Ser Leu Asp Val Ala Leu lie Glu His Glu Ser Lys Gly Gin 
660 665 670 
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Ser Ser Glu Leu Gin Lys Asn Leu Met Gin Leu Phe Pro Ser Glu Ser 
675 680 685 



Gin Glu lie lie Gin Asn Arg Arg Thr lie Lys Arg Arg Gin Lys Asp 
690 695 700 



Thr lie Glu lie Gly Glu Glu Glu Glu Asn Arg Ser Thr Lys Thr Ser 
705 710 715 720 



Pro Thr Lys His Leu Lys Arg Asn Ser Asp Leu Asp Ala Ala Ser lie 
725 730 . 735 



Lys Arg Glu Pro Ser Cys Ser lie Thr lie Gin Thr Gly Glu Thr Gly 
740 745 750 



Ser Gly Lys Asp Ser Lys Glu Gin Ser Tyr Val Phe Pro Glu Gly lie 
755 760 765 



Arg Thr Ala Asp Asn Ser Phe Leu Ser Lys Asp Asp lie lie Phe Gly 
770 775 780 



Asn Ala Val Trp Cys Gin Tyr Thr Trp Asn Tyr Lys Phe Tyr Pro Gly 
785 790 795 800 



lie Leu Leu Glu Val Asp Thr Asn Gin Asp Gly Cys Trp lie Tyr Phe 
805 810 815 



Glu Thr Gly Arg Ser Leu Thr Lys Asp Glu Asp lie Tyr Tyr Leu Asp 
820 825 830 



lie Arg lie Gly Asp Ala Val Thr Phe Asp Gly Asn Glu Tyr Val Val 
835 840 845 



Val Gly Leu Glu Cys Arg Ser His Asp Leu Asn lie lie Arg Cys lie 
850 855 860 



Arg Gly Tyr Asp Thr Val His Leu Lys Lys Lys Asn Ala Ser Gly Leu 
865 870 875 880 



Leu Gly Lys Arg Thr Leu lie Lys Ala Leu Ser Ser lie Ser Leu Asp 
885 890 895 
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Leu Ser Glu Trp Ala Lys Arg Ala Lys lie lie Leu Glu Asp Asn Glu 
900 905 910 



Lys Asn Lys Gly Asp Ala Tyr Arg Tyr Leu Arg His Pro lie Arg Gly 
915 920 925 



Arg Lys Ser Met Thr Asn Val Leu Ser Pro Lys Lys His Thr Asp Asp 
930 935 940 



Glu Lys Asp lie Asn Thr His Thr Glu Val Tyr Asn Asn Glu lie Glu 
945 950 955 960 



Ser Ser Ser Glu Lys Lys Glu lie Val Lys Lys Asp Ser Arg Asp Ala 
965 970 975 



Leu Ala Glu His Ala Gly Ala Pro Ser Leu Leu Phe Ser Ser Gly Glu 
980 985 990 



lie Arg Thr Gly Asn Val Phe Asp Lys Cys lie Phe Val Leu Thr Ser 
995 1000 1005 



Leu Phe Glu Asn Arg Glu Glu Leu Arg Gin Thr lie Glu Ser Gin 
1010 1015 1020 



Gly Gly Thr Val lie Glu Ser Gly Phe Ser Thr Leu Phe Asn Phe 
1025 1030 1035 



Thr His Pro Leu Ala Lys Ser Leu Val Asn Lys Gly Asn Thr Asp 
1040 1045 1050 



Asn lie Arg Glu Leu Ala Leu Lys Leu Ala Trp Lys Pro His Ser 
1055 1060 1065 



Leu Phe Ala Asp Cys Arg Phe Ala Cys Leu lie Thr Lys Arg His 
1070 1075 1080 



Leu Arg Ser Leu Lys Tyr Leu Glu Thr Leu Ala Leu Gly Trp Pro 
1085 1090 1095 



Thr Leu His Trp Lys Phe lie Ser Ala Cys lie Glu Lys Lys Arg 
1100 1105 1110 
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lie Val Pro His Leu lie Tyr Gin Tyr Leu Leu Pro Ser Gly Glu 
1115 1120 1125 



Ser Phe Arg Leu Ser Leu Asp Ser Pro Ser Lys Gly Gly lie lie 
1130 1135 1140 



Lys Ser Asn Asn lie Phe Ser Phe Tyr Thr Gin Phe Leu Arg Gly 
1145 1150 1155 



Ser Asn Leu Arg Asp Gin lie Cys Gly Val Lys Lys Met Leu Asn 
1160 1165 1170 



Asp Tyr lie Val lie Val Trp Gly Arg Ser Glu Leu Asp Ser Phe 
1175 1180 1185 



Val Lys Phe Ala Phe Ala Cys Leu Ser Ala Gly Arg Met Leu Thr 
1190 1195 1200 



lie Asp Leu Pro Asn lie Asp Val Asp Asp Thr Glu Pro Leu Leu 
1205 1210 1215 



Asn Ala Leu Asp Ser Leu Val Pro Arg lie Gly Ser Glu Leu Ser 
1220 1225 1230 



Asn Arg Lys Leu Lys Phe Leu lie Tyr Ala Asn Glu Asn Asn Gly 
1235 1240 1245 



Lys Ser Gin Met Lys Leu Leu Glu Arg Leu Arg Ser Gin lie Ser 
1250 1255 1260 



Leu Lys Phe Lys Lys Phe Asn Tyr lie Phe His Thr Glu Ser Lys 
1265 1270 1275 



Glu Trp Leu lie Gin Thr lie lie Asn Glu Asp Thr Gly Phe His 
1280 1285 1290 



Asp Asp lie Thr Asp Asn Asp lie Tyr Asn Thr lie Ser Glu Val 
1295 1300 1305 



Arg 
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tggaaaatag 


agaagctgtc 


ctcaaggatc 


acacaaagat 


tagagccctt 


1440 


gttagagcac 


attcagaaaa 


ggaccaacct 


ccttttgggg 


acagtgatga 


cagtgtggaa 


1500 


gcagataaga 


gctcacctgg 


gatccacctg 


gagagaagcc 


aagcctccac 


cacagtggac 


1560 
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atcaacacac 


aagtggagaa 


ggaagtcccg 


ccagggtcag 


ccattatgca 


tataaagaag 


1620 


catcaggtgt 


ctgtggaggg 


gacaaatcaa 


acagatgtga 


aagcagttgg 


gggaccagca 


1680 


aagctgcttg 


tggtatctct 


agaggaagcc 


tggcctctgc 


atggggactg 


tgaaacagat 


1740 


gcagaggagg 


gcacctccct 


aacagcctca 


gtagttgcag 


atgtaagaaa 


gagccagctt 


1800 


ccagcagaag 


gggatgctgg 


ggcagagtgg 


gctgcagctg 


ttcttaagca 


ggagagagct 


1860 


catgaggtgg 


gggcccaggg 


tgggccacct 


gtggcacaag 


tggagcagga 


cctccctatc 


1920 


tcaagagaga 


acctcacaga 


tctggtggtg 


gacacagaca 


ctctagggga 


atccacccag 


1980 


ccacagagag 


agggagccca 


ggtccccaca 


ggaagggaga 


gagaacaaca 


tgtgggtggg 


2040 


accaaggact 


ctgaagacaa 


ctatggtgat 


tctgaagatc 


tggacctaca 


agctacccag 


2100 


tgctttctgg 


agaatcaggg 


cctggaagca 


gtccagagca 


tggaggatga 


acctacccag 


2160 


gccttcatgt 


tgactccacc 


ccaagagctt 


ggcccttccc 


attgcagctt 


ccagacaaca 


2220 


ggtaccctag 


atgaaccatg 


ggaggtcctg 


gctacacagc 


cattctgtct 


gagagagtct 


2280 


gaggactctg 


agacccagcc 


ttttgacacg 


caccttgagg 


cctatggacc 


ttgcctgtct 


2340 


ccacctaggg 


caataccagg 


agaccaacat 


ccagagagcc 


cagttcacac 


agagccaatg 


2400 


gggattcaag 


gcagagggag 


gcagactgtg 


gataaagtca 


tgggtatacc 


aaaagaaaca 


2460 


gcagagaggg 


tgggccctga 


gagagggcca 


ttggagagag 


aaactgagaa 


actgctacca 


2520 


gaaagacaga 


cagatgtgac 


aggagaggaa 


gaattaacca 


aggggaaaca 


ggacagagaa 


2580 


caaaaacagt 


tgttagctag 


agacacccag 


agacaagaat 


ctgacaaaaa 


tggggaaagt 


2640 


gcaagtcctg 


aaagagatag 


ggagagtttg 


aaggtagaaa 


ttgagacatc 


tgaggaaata 


2700 


caagagaaac 


aagtacagaa 


gcagaccctt 


ccaagcaaag 


catttgagag 


agaagtagag 


2760 


agaccagtag 


caaacagaga 


gtgcgatcca 


gccgagttag 


aagagaaggt 


gcccaaagtg 


2820 


atcctggaga 


gagatacaca 


gagaggggag 


ccagagggag 


ggagccagga 


ccagaaaggg 


2880 


caggcctcca 


gcccaacacc 


agagcctggg 


gtgggggcgg 


gggaccttcc 


gggacctacc 


2940 


tcagcccccg 


taccttctgg 


gagccagtca 


ggtggaaggg 


gatccccagt 


gagccccagg 


3000 


aggcatcaga 


aaggcctcct 


gaattgcaag 


atgccacctg 


ctgagaaggc 


ttccaggatc 


3060 


agagctgctg 


agaaggtttc 


caggggcgat 


caggaatctc 


cagatgcttg 


tctgcctcct 


3120 


gcagtacctg 


aagccccagc 


cccaccccaa 


aagcccctta 


actctcagag 


ccagaaacat 


3180 


cttgcacctc 


cgccccttct 


ttctcccctt 


ttaccttcta 


tcaagccaac 


cgttcgtaag 


3240 


accaggcaag 


atgggagtca 


ggaagctcca 


gaggctccct 


tgtcctcaga 


gctggagcct 


3300 
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C uCCaCCCcia. 


agcccaaaac 


cay aac ucy y 


aay uccucca 


y aauyacacc 


CCCCCCay CC 


o ^ o u 


a ^ n ^ ¥• 


/-i /*i ^ « 4— ^ rr 

ccccuyay cc 


^ ^ a ^ ^ ^ ^ ^ ^ ^ 

ccacccuucc 


a ^ 4~ ^ ^ a ^ a 

accuccacay 


^ ^ a rx a 4" 

ccca.ycca.yu 


a /~» 4~ f* r"* ^ a /t 
CaCCCCCaay 






ay y ccac cay 


^va a rtrt a ^ a 

yaycayyacci 


act C ay y b. C C t. 


4- n\- /^a 
Cuy UCaayaC 


/-« /-t o« 4- y-ya a ^ a 
CCCCyciaCCa 


Jtk O U 


^ U U C V« V* cL 


w o y v«> v.' C W> t> y a 


y I.* L» v« ay ^ l« 


b> V* v«a(« ^ u C Ca 


CayaCCay CC 


cy UCaCCCCC 






4- /-« "3 <-r<^4- 4- "a /-« 

C u Cay y U U a.C 


4- a rrnncxzx a rr a 

uayyyyddyoL 


a a a a i~ s rr s t" 

aaaay uayai« 


^^^/^4-^4-/-«aa 

CC i«c cy ccda 


y acccc uy ad 


O D U U 




« /-« a a ^ 4~ 

CCcLCciy CCCU 


uy ay c« 1.. V- u-ay 




ccaccydccy 


dec Cy CCdCC 


3 O D U 




ccuc ccay yc 


caccayyyya 


ayaclaaaaUa 


y aC c c c c cy c 


Cday aCCCC C 


"^790 




4- ^ a ^ a n /-* 

uccccacay c 


ccc uy ay u 


CayCCCC^Ca 


cc CCCaCay a 


ccay cc cy cc 


o / o u 


a ^ ^~ 4" ^ ^ ^ 


ccacauauco. 


yyc uac uayy 


y yaayaaaaa 


a t* a ^ c* ^ f~* 
aCayaCCCCC 


Cy CCddydCC 


O O 'x u 




4- 4- 4- ct^^r*^ 

cuy L.y cccac 


ayccccuyciy 


^ 4— 4- 4- 

c uccyycuu u 


/-t a o ^ ^ a /~i 

CCaCCCCCaC 


dydccydcc c 


O 7 U V 


^uCclCCCCCcl 


agcccacacc 


ccggaccacu 


aggagcagga 


caaacacgcc 


o« 4" ^ 4* or 4- a a fr 

cccuy ccaay 




4* 4 ^ ^ 

cLCCCCUgcLSia 


caguuguccc 


cacagccccc 


gagccccaga 


cuuccacccc 


^ a ^ a ^ra ^ ^a a 

cacay accaa 




^« 

CCC^CCd.CCC 


ctaagcccac 


auc ucggacc 


accaggagca 


ggacaaacac 


or ^ ^ ^ 4~ <^4* fr 

y cccuccy cy 


A n Q n 
fl u o u 




aauca.a.ccy u 


/-» /-^ ^ 4- a ^ a fr^/"^ 

ccc ucLuaycc 


ccuyayc 


CoLCC C UCCaC 


c cccdCdy dy 






uy dy ^ v,^ 


^ a ^ a ^ /"« 4- r^cTct 


y ^ L>a^ ^^y y y 


y aay aaaaaa 


t" a ora ^ ^ ^ 
cay a ccc cc c 




y y ^ cxciy ctv^ 


uy ddciv^cis' u 




W ^ ^ ^ d d. M ^ 




v^aVt^if^ivW^av^a 


4260 


a ^ a a 
y aCCaaCCuy 


ucac ucc uy a 


yccudcauc u 


/-« a CI <~* a a 

L»ayyL>cacua 




a a a a rm'^ o< oi 

dddCdy y ccc 


A "100 
J Z VJ 


t C u y U y cia.y o. 


^^^^^ 9 9 9 ^ 

cccccgaaac 


9 4* ^ 4" ^ 

agccgccccc 


9 ^ 9 C^ C% ^ ^ C% ^ #V 

acagcccccg 


ay ccccagcc 


4-4-oio«a^^t~^^ 

ccccacc ccc 


d "IL fl O 
4 J O U 


cLCa.9cLCCcl9^C 


cugccacccc 


cgagcccacg 


ccccaggcca 


c caggggaag 


9 9 ^ 9 9 ♦* 9 

aacagacaga 


A A A O 


tcctctgtca 


agac tcctga 


aacagttgtc 


cccacagccc 


ctgagctaca 


ggcttccgcc 


ii C n n 


tCCaCoL^cLCC 


agcctgtcac 


cccugagccc 


acauc ucgga 


ccacuagggg 


aagaaaaaa c 


ffcDO U 


cggtcctctg 


tcaagacccc 


tgaaacagtt 


gtigcccgcag 


cccctgagcti 


ccagcctccc 


A C O rt 


acctccacag 


accgacctgt 


cacccctgag 


cccacatctc 


gggccactag 


gggcaggaca 


>1 f O A 

4680 


aataggtcct 


ctgtcaagac 


ccctgaatca 


attgtcccta 


tagcccctga 


gcttcagcct 


4 /4 U 


tccacctcca 


gaaaccagct 


tgtcacccct 


gagcccacat 


ctcgggccac 


taggtgcagg 


4800 


acaaataggt 


cctctgtcaa 


gacccctgag 


ccagttgtcc 


ccacagcccc 


tgagccccat 


4860 


cctaccacct 


ccacagacca 


gcctgtcacc 


cccaagctca 


catctagggc 


cactaggaga 


4920 


aagacaaata 


ggtcctctgt 


caagactccc 


aaaccagttg 


aaccagcagc 


ctctgatctt 


4980 
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gagcctttta cccccacaga ccagtccgtc acccctgagg ccatagctca gggtggtcag 5040 

agcaaaacac tgaggtcttc cacagtaaga gctatgccgg ttcctaccac ccctgaattc 5100 

caatctcctg tcaccacaga ccagcctatt tcccctgagc ctattactca acccagttgc 5160 

atcaagaggc agagagccgc tgggaaccct ggctccctcg cagctcccat tgaccataag 5220 

ccttgctctg cacccttgga acctaaatcc caggcctcaa ggaaccaaag atggggagca 5280 

gtgagagcag ctgaatccct tacagccatt cctgagcctg cctctcccca gcttcttgag 5340 

acaccaattc atgcctccca gatccaaaag gtggaaccag caggtagatc taggttcacc 5400 

ccggagctcc agcctaaggc ctctcaaagc cgcaagaggt ctttagctac catggattca 5460 

ccaccacatc aaaaacagcc ccaaagaggg gaagtctccc agaagacagt gattatcaag 5520 

gaagaggaag aagatactgc agagaagcca gggaaggaag aggatgtcgt gactccaaaa 5580 

ccaggcaaga gaaagagaga ccaggcagag gaggagccca acagaatacc aagccgcagc 564 0 

ctccgacgga ccaaacttaa ccaagaatca acagccccca aagtgctctt cacaggagtg 5700 

gtggatgctc ggggagagcg ggctgtgctg gcactggggg gaagtctggc tggttcagcg 5760 

gcagaggctt cccacctggt cactgatcgc atccgccgga cagtcaagtt cctgtgtgcc 5820 

ctggggcggg gaatccccat tctgtccctg gactggctgc atcagtcccg caaggctggt 5880 

ttcttcttac ccccggatga atatgtggtg accgaccctg agcaagagaa gaactttggc 5940 

tttagccttc aagacgcact gagcagggct cgggagcgaa ggctgctaga gggctatgag 6000 

atctatgtga cccctggagt ccagccacca ccacctcaga tgggagagat tattagctgc 6060 

tgtggaggca catacctacc cagcatgcct cggtcctata agcctcagag agttgtgatc 6120 

acatgccctc aggacttccc tcattgctcc attccactac gggttgggct gcccctcctc 6180 

tcgcctgagt tcctgctgac tggagtgctg aagcaggaag ccaagccaga ggcctttgtc 6240 

ctctcccctt tggagatgtc atccacctga 6270 

<210> 41 

<211> 5919 

<212> DNA 

<213> Homo sapiens 

<400> 41 

atggacccta ctggaagtca gttggattca gatttctctc agcaagatac tccttgcctg 60 

ataattgaag attctcagcc tgaaagccag gttctagagg atgattctgg ttctcacttc 120 

agtatgctat ctcgacacct tcctaatctc cagacgcaca aagaaaatcc tgtgttggat 180 
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gttgtgtcca atcctgaaca aacagctgga gaagaacgag gagacggtaa tagtgggttc 24 0 

aatgaacatt tgaaagaaaa caaggttgca gaccctgtgg attcttctaa cttggacaca 300 

tgtggttcca tcagtcaggt cattgagcag ttacctcagc caaacaggac aagcagtgtt 360 

ctgggaatgt cagtggaatc tgctcctgct gtggaggaag agaagggaga agagttggaa 420 

cagaaggaga aagagaagga agaagatact tcaggcaata ctacacattc ccttggtgct 480 

gaagatactg cctcatcaca gttgggtttt ggggttctgg aactctccca gagccaggat 540 

gttgaggaaa atactgtgcc atatgaagtg gacaaagagc agctacaatc agtaaccacc 600 

aactctggtt ataccaggct gtctgatgtg gatgctaata ctgcaattaa gcatgaagaa 660 

cagtccaacg aagatatccc catagcagaa cagtccagca aggacatccc tgtgacagca 720 

cagcccagta aggatgtaca tgttgtaaaa gagcaaaatc caccacctgc aaggtcagag 780 

gacatgcctt ttagccccaa agcatctgtt gctgctatgg aagcaaaaga acagttgtct 840 

gcacaagaac ttatggaaag tggactgcag attcagaagt caccagagcc tgaggttttg 900 

tcaactcagg aagacttgtt tgaccagagc aataaaacag tatcttctga tggttgctct 960 

actccttcaa gggaggaagg tgggtgttct ttggcttcca ctcctgccac cactctgcat 1020 

ctcctgcagc tctctggtca gaggtccctt gttcaggaca gtctttccac gaattcttca 1080 

gatcttgttg ctccttctcc tgatgctttc cgatctactc cttttatcgt tcctagcagt 1140 

cccacagagc aagaagggag acaagataag ccaatggaca cgtcagtgtt atctgaagaa 1200 

ggaggagagc cttttcagaa gaaacttcaa agtggtgaac cagtggagtt agaaaacccc 1260 

cctctcctgc ctgagtccac tgtatcacca caagcctcaa caccaatatc tcagagcaca 132 0 

ccagtcttcc ctcctgggtc acttcctatc ccatcccagc ctcagttttc tcatgacatt 1380 

tttattcctt ccccaagtct ggaagaacaa tcaaatgatg ggaagaaaga tggagatatg 1440 

catagttcat ctttgacagt tgagtgttct aaaacttcag agattgaacc aaagaattcc 1500 

cctgaggatc ttgggctatc tttgacaggg gattcttgca agttgatgct ttctacaagt 1560 

gaatatagtc agtccccaaa gatggagagc ttgagttctc acagaattga tgaagatgga 1620 

gaaaacacac agattgagga tacggaaccc atgtctccag ttctcaattc taaatttgtt 1680 

cctgctgaaa atgatagtat cctgatgaat ccagcacagg atggtgaagt acaactgagt 1740 

cagaatgatg acaaaacaaa gggagatgat acagacacca gggatgacat tagtatttta 1800 

gccactggtt gcaagggcag agaagaaacg gtagcagaag atgtttgtat tgatctcact 1860 

tgtgattcgg ggagtcaggc agttccgtca ccagctactc gatctgaggc actttctagt 1920 
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d^vj d^ ddvj Vii. 


t" ^5 1" CTO^ a a t" t" 

Ud ddd U l« 


A a A era a r*ar*r* 

dddVJ dd%^dV.rN>o 


d u w^wd^ y ^ 


yyyy wwivL«^d 


1980 


ggy tccgagg 


L>y y dd^ dddu 


u uu d^j d^d 


rr'h t" crt" era a a 
L> ^g Ctdd 


crt" oa acrcra era 

^ L>l^dd^ dvj d 


crcraa n)r c*s^?k?^ 

y dd^ L.Oddd 


2040 


rtsi s> rts a a a ^ a 
y cLag ddclcl L> d 


^ rrrra rrarrfrrt" 

^gg^g^g ^g ^ 


L>^UVj U U^j UdV^ 


u> u u Uvr u^ i»^a 


rra a a r'a 
^ u^ddd^ L>ua 


rr^ rr^r'a a rrrrrr 
u^kouaa^vj^ 


2100 

A X V V 


i- 1- rf 1- rri- r" t" 1- r" 


a a a a net a a a t* 
dddd^ ^ ddd u 


rrr* r*a a a a a a a 
^ ^uaaaaaaa 


gdd u^ u uu>d^ 


ddy ^ ud u^^d 


a cf 1" 1" era a a r*r* 
d^ u Li^jaddu^ 


2160 

4b X O V 


i5 rr^~ rr t" ct^ t" t* i3 
^g u^dUUct 


^ Uduu^duus^ 


u.^u u^dddd^ 


L> l»VJVjl^ddL»dl>' 


u L»ydv^v-'ddyd 


a1~t'rmaar*ai" 
d ^ L^y^ddv^di^ 


222 0 


ela.gga.a.Ca.gg 


dagc ucgggd 


dgddgc Udv.. U 


t* ^a/ra^^a /^f" 

ucdgaggdcu 


ccdguguugu 


^a ^ ^ a rra ^ 

CdUUgUdgdU 




gugaaa.ga.gc 


caucccccag 


agucgacguu 


ucuugcgaac 


cuuuggaggg 


aguggagaag 


o 1 A n 




cccagtcatg 


ggaggatatt 


gctccagaaa 


tagaaccatg 


tgctgagaat 


o A n n 


agat.tagaca 


ccaaggaaga 


aaagagugca 


gaacacgaag 


Of Q Of ^ ^ O* ^ Of ^ ^ 

gagauccgaa 


^ ^ o* ^ Of or Of ^ 4* 

aucagggacu 


o A c n 


g V,* ag daa v.* ag 


a a o ^ rr^ a ^a 

dd\,«L. ug Cdgd 


rr/^a a na i~ r«4" 

guddgdu UL. u 


UUdUdgUU U U 


UU U UdUU U U U 


a^t" frarra rr^a 
dy uydydy ud 




gaugaucv uu 


^ a a na r^i" na 

t> ddg dLr u ug d 


uudggdg u ug 


udgudguuuu 


dddu u Udy g d 


rra aaar^aacri" 
y ddddUddy u 


2Rftn 

4b 3 O W 


aau L>uau uaa 


<^a rra a rra <^ 
Ud^ dd^ du uu 


ddddd u^ ^ u> u 


aa^rr^aaacr*^ 
dd u^ ^^ddd^ ^ 


afTf^^aafT<^^ 
d^t^ Udd^t^uu 


a f^a ^ fTr*a fra fT 
d^ duy Ud^ ^y 




gcccagdcigu 


uggggdaguu 


u uu ugL.uudu 


rT^/^t*^ar*aaa 
guu UUdUddd 


g u u uu ug ugd 


aarr^^^^afrt" 
ddy u uu udy u 


2700 


gaaaccccati 




uuugccuaaa 


gaaggugaca 


uCdUCCCdCC 


auugacuggu 


^ / O U 


gCaaCCCCaC 


cucu uau ugg 


gcdccuaada 


4" 4~ rTrtart/^/*«^a 

uuggagccca 


a /ra na ^a ^a ^ 
dgdgdCdCdg 


UdC UCCUdU U 


^ O ^ U 


gg Ud L. L-dgcci 


a/^f~at*/^^^a/^a 
dC UdUCCdgd 


ddgCdUUdUd 


fT/^aa/*^/^a^t~ 

y UddUUdg uy 


duy uuduy uu 


f^rraaarr/^a ^rr 
uy ddd^ Ud uy 




guggagaccc 


augau yccdu 


dcu ugggagu 


^rra a a a cmfyrr 

ggaaaagggg 


du ucuggggc 


4"<^^^^/^a<^a ^ 

ugccccdgdc 




guggaUgaua 


a a 4- t- a 4- rrt* «^ 4- 

aaucaugucc 


aagaaugaaa 


^4" 4" 4" 21 ^^4~ 

Cugguuaguc 


^4" ^rsa ^ 4" 

cugagdC ugd 


/^AT/^/^a /y4" /^a a 

ggcgcigugdd 


u u u 


gsgtctttgc 


agttcaacct 


ggaaaagcct 


gcaactggtig 


aaagaaaaaa 


tggatctact 


JUoU 


gctgttgctg 


agtctgttgc 


cagtccccag 


aagaccatgt 


ctgtgttgag 


ctgtiat.ct.gb 




gaagccaggc 


adgdgddcgd 


ggc ucgdagu 


gaggducccc 


^^a o^a ^a 

CCdCCdwdCC 


Cducdggggg 


n Ro 


^ !a ^ ^ ^ ^ 

adCuCgCuCC 


s ^ ^ 4" 4~ ^ ^ a s 

ac uuuccaag 


4" 4" /^a a 

uuCucaagga 


^a a ^a ^^a ^a 

gddgdggdgd 


a a na a a a a 4" 
ddgddddd U U 


ggagggcgac 


"^2 A 0 


catacaatca 


ggcagag u ca 


acagcccacg 


9 9 or oi ot ot ^ ^ ^ ^ 

aagcccacca 


Of ^ oi ^ or 4* ov ^ ^ 

guccugucaa 


ggacccugu u 


linn 
J J u u 


cctcctgctt 


cccagaagat 


ggCcatacaa 


gggccatcca 


gtcctcaagg 


agaggcaatg 




gtgacagatg 


tgctagaaga 


ccagaaagaa 


ggacggagta 


ctaataagga 


aaatcctagt 


3420 


aaggccttga 


ttgaaaggcc 


cagccaaaat 


aacataggaa 


tccaaaccat 


ggagtgttcc 


3480 


ttgagggtcc 


cagaaactgt 


ttcagcagca 


acccagacta 


taaagaatgt 


gtgtgagcag 


3540 


gggaccagta 


cagtggacca 


gaactttgga 


aagcaagatg 


ccacagttca 


gactgagagg 


3600 
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gggagtggtg 


agaaaccagt 


cagtgctcct 


ggggatgata 


cagagtcgct 


ccatagccag 


3660 


ggagaagaag 


agtttgatat 


gcctcagcct 


ccacatggcc 


atgtcttaca 


tcgtcacatg 


3720 


agaacaatcc 


gggaagtacg 


cacacttgtc 


actcgtgtca 


ttacagatgt 


gtattatgtg 


3780 


gatggaacag 


aagtagaaag 


aaaagtaact 


gaggagactg 


aagagccaat 


tgtagagtgt 


3840 


caggagtgtg 


aaactgaagt 


ttccccttca 


cagactgggg 


gctcctcagg 


tgacctgggg 


3900 


gatatcagct 


ccttctcctc 


caaggcatcc 


agcttacacc 


gcacatcaag 


tgggacaagt 


3960 


ctctcagcta 


tgcacagcag 


tggaagctca 


gggaaaggag 


ccggaccact 


cagagggaaa 


4020 


accagcggga 


cagaacccgc 


agattttgcc 


ttacccagct 


cccgaggagg 


cccaggaaaa 


4080 


ctgagtccta 


gaaaaggggt 


cagtcagaca 


gggacgccag 


tgtgtgagga 


ggatggtgat 


4140 


gcaggccttg 


gcatcagaca 


gggagggaag 


gctccagtca 


cgcctcgtgg 


gcgtgggcga 


4200 


aggggccgcc 


caccttctcg 


gaccactgga 


accagagaaa 


cagctgtgcc 


tggccccttg 


4260 


ggcatagagg 


acatttcacc 


taacttgtca 


ccagatgata 


aatccttcag 


ccgtgtcgtg 


4320 


ccccgagtgc 


cagactccac 


cagacgaaca 


gatgtgggtg 


ctggtgcttt 


gcgtcgtagt 


4380 


gactctccag 


aaattccttt 


ccaggctgct 


gctggccctt 


ctgatggctt 


agatgcctcc 


4440 


tctccaggaa 


atagctttgt 


agggctccgt 


gttgtagcca 


agtggtcatc 


caatggctac 


4500 


ttttactctg 


ggaaaatcac 


acgagatgtc 


ggagctggga 


agtataaatt 


gctctttgat 


4560 


gatgggtacg 


aatgtgatgt 


gttgggcaaa 


gacattctgt 


tatgtgaccc 


catcccgctg 


4620 


gacactgaag 


tgacggccct 


ctcggaggat 


gagtatttca 


gtgcaggagt 


ggtgaaagga 


4680 


cataggaagg 


agtctgggga 


actgtactac 


agcattgaaa 


aagaaggcca 


aagaaagtgg 


4740 


tataagcgaa 


tggctgtcat 


cctgtccttg 


gagcaaggaa 


acagactgag 


agagcagtat 


4800 


gggcttggcc 


cctatgaagc 


agtaacacct 


cttacaaagg 


cagcagatat 


cagcttagac 


4860 


aatttggtgg 


aagggaagcg 


gaaacggcgc 


agtaacgtca 


gctccccagc 


cacccctact 


4920 


gcctccagta 


gcagcagcac 


aacccctacc 


cgaaagatca 


cagaaagtcc 


tcgtgcctcc 


4980 


atgggagttc 


tctcaggcaa 


aagaaaactt 


atcacttctg 


aagaggaacg 


gtcccctgcc 


5040 


aagcgaggtc 


gcaagtctgc 


cacagtaaaa 


cctggtgcag 


taggggcagg 


agagtttgtg 


5100 


agcccctgtg 


agagtggaga 


caacaccggt 


gaaccctctg 


ccctggaaga 


gcagagaggg 


5160 


cctttgcctc 


tcaacaagac 


cttgtttctg 


ggctacgcat 


ttctccttac 


catggccaca 


5220 


accagtgaca 


agttggccag 


ccgctccaaa 


ctgccagatg 


gtcctacagg 


aagcagtgaa 


5280 


gaagaggagg 


aatttttgga 


aattcctcct 


ttcaacaagc 


agtatacaga 


atcccagctt 


5340 
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ciy *-.ciy y ciy 




\>i>\M« L> L>y dciy d \m 


L« i« v^dd uy ddy 


v^v,^VM>dy ^y Lvdd 


v«>d^dy v» ii»dv» 


<^4nn 


v^iCLy uy L> L>^ 


LtCict u L>y ^y y ci 


u^dy L> uy u 


^y dd^^^y y d 


dy Udv« u L*^^ u 


y t>y^v«L«L>y(^^ 




ely^ u y^y y cm, u C 


cucy cy cy uc 


^ a ^ ^ ^ ^ 

^CdCy cc^y y 


y 1^ c Cd cy d i»d 


yi^cyccdii^yc 


^a a ^^a 

CddCCdy Cue 






rr 4- a a 1- i- a 1- r> t- 


y ucy ccay 


yy y UdCay 


uuyay y ay Cd 


a a /~ra a +■ +• ^ 
ddy ddUUCuy 




y aC uy y Ca.d.c 


cccy cy aaa.d. 


+~ ^ a 
ucc L. u uccdy 


ddUC uy aay y 


UdC U.C u uy y u 


dtCdy dccaa 


Do4 U 


Cay Cely adC u 


ucccy y dy c u 


ccyy uydy 


dcccccdcy d 


ct.yyt.yyt.yc 


ay cct-cuy t>y 


o / uu 


aagcagcacc 


attcaagtgc 


ccataacaaa 


gatattgctt 


taggggtatt 


tgatgtggtg 


5760 


gtgacggacc 


cctcatgccc 


agcctcggtg 


ctgaagtgtg 


ctgaagcatt 


gcagctgcct 


5820 


gtggtgtcac 


aagagtgggt 


gatccagtgc 


ctcattgttg 


gggagagaat 


tggattcaag 


5880 


cagcatccaa 


aatataaaca 


cgattatgtt 


L>C UCdC L.dd 






3 7X7 


<210> 42 
<211> 3930 

<212> DNA 

<213> Saccharomyces cerevisiae 










<400> 42 
atgtcaggcc 


agttagttca 


atggaaaagc 


4" ^% ^ ^ +" 

uc uccagauc 


gagucaccca 


aagcgccaca 


b U 


aaggaagcac 


tgcattctcc 


cttggctgat 


ggcgacauga 


acgaaacgaa 


ugu ucccgcc 


ion 


gatccgttgg 


aaaacaaggt 


aaatagcaca 


aacacaaucg 


aaggaagccc 


caaagcaaau 


ion 


ccaaatcctg 


tcaagtttat 


gaatacaagt 


gagauauc uc 


aaaaauctcu 


gggauuacu u 


o A n 


gacgagagtc 


caagacatga 


tgatgagtta 


aacaccgaag 


t.aggaga^aa 


tgat.cgacca 


inn 
^ U U 


aatgctaaca 


tattgcataa 


tgaaaggact 


ccuyaccu uy 


accyddu uy c 


Udac uuuu uc 


^ o u 


aaaagcaatc 


gaacccctgg 


taaagaaaat 


c uucugacca 


a a ^ a ♦* ^ a a a 

aauaucaaay 


^ 4" ^^^r^ ♦* 4~ 

cuccy at-cuy 


A o n 


gaagacactc 


ctctgatgtt 


aagaaaaaaa 


dUy dC UCUCC 


dddC UCCddC 


^a ^^a ♦* rt 

uy dCCCdt ty 


rt O w 


gaacagaaaa 


ccttcaaaaa 


gttgaagtca 


gauaccgggc 


cccgccacca 


cggagagcag 


c A n 


aatgatggag 


aagaaaatgc 


gtcattagaa 


gucacagagg 


cggacgccac 


ccccguacag 


n 


atggctgaac 


gttctgctga 


taattatgac 


ugugcattgg 


aaggaattgt 


tacacctaaa 


660 


agatataaag 


acgaattaag 


taaaagtgga 


ggaatgcaag 


atgaacgagt 


tcaaaaaact 


720 


caaatcatga 


tatcagcaga 


atcacctaat 


tcgataagct 


cttatgacaa 


gaacaaaatt 


780 


accgggaatg 


gccggaccac 


aagaaatgta 


aacaaggttt 


ttaacaataa 


cgaagataac 


840 


ataggagcta 


tcgaggaaaa 


aaatccagta 


aaaaagaaaa 


gtgagaacta 


ttcatcagat 


900 
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ddv^ggddl^dd 


t'^aaaf'aa1~a 
UUdddUddud 


/^aaa<^+'aa+"cr 
\^dddg UddUg 


aat*/^arTarTfTa 
ddUC'dy dggd 


rra t~ t* a a ^ it a a 
gdU Udd(^y dd 






d ugddug I. 


L. L^cgggudgd 


rtartaa^rta/^rt 

gdgdd ugdcg 


^<^aa/^aaf"t" 
ugddCdd^^l* 


a /~T a t" a ^ r^rra ^ 

dgd udUL.gdL. 


1 090 


a ^ ^ a a ^ a tt^ rx 
a u u ad u ci^ L> ^ 


L. ug uguwi^gg 


r'ar^/^/^^t~i~^a 
L>dL><^0^ UL>L>d 


^rr/^aa/^aat"*^ 
^g L>dd(«dd ug 


r*rrtTSi a rra a rrsi 

u>ggddgddgd 


aaf"rT^at"t"^r^ 
ddUg L>dU U^L* 






uaaacaaccg 


ggaaccaccc 


a a a a 4* r^r/^a 

aagaagcgga 


cauuccgaua 


4~ ^9 999 ^ra ^ 

CUCddddgdC 


XXrl U 


a.a.a.a. c y y d.a.a. 


auaauagcaa 


uagat-ccacg 


caaauaguca 


auaauccaag 


ddCdCdggdd 


1 9 n n 




at-arr^at-f't-'r^ 
dUdgudu U uC 


ddCCgdCdCg 


^aa<^^^^^a^ 
CddCCCI^&dl^ 


^ ^ a a a a 4~ 4" 

CCddddgu 


oa a ^ a c*r^rTSX a 
Cddl.dCCgdd 


0 u 


a^aaa^aai" ^ 
ci ^ ol do. U clcl U ^ 


a a ^ a na rra ^ 

ddu udgdgdc> 


a r'a rra ^ a a ^ ♦* 
dLrdg d Udd u u 


rrt* ^ r*a t* r*nr* 
g L>UL>L>dL>L>gL> 


L> L> L>L>k«L>ddgg 


r^a ^ a ^ r^^rr/^^ 
LrdudU^ L>gtM> L« 




c a.C| a a g^g^cf a. c 




ucccacuggc 


cagacagaag 


999^99999 ^ 

aaauaaaaac 


^^999^99^9 

ccaaacaaca 


1 ion 
± J 0 u 


*^ ^ 4^ ^ ^4 ^ ^< ^ 

aacucccccy 


aacaaaaugc 


Uu ugaaugca 


accu ucgaaa 


4~ /^/^ 4" 4- 9 

Cucccgc uac 


4- /^4- 4" 4- /"^ 4- f^frfr 

uccc uc ucgg 


1 A A 0 


accaaccuucf 


aacccatatt 


ggaagttcct 


gagactagtt 


caccatctaa 


gaacacgacg 


1 c 0 


tcaaaaccct 


cgaattcttc 


acctattccg 


aaggaaaaag 


at^acatitt^aa 


tatacacgag 




agagaagtag 


agacaaacaa 




9 9 9 4* 9 4> 9 ^ 

aacgauacac 


9 9 9 9 4" 4p ^ ^ 

aaaauuc u uc 


999^ n ^ a rf^t" 

aaaugcagcu 


icon 


a ^/^a ^a /^a 

cLC c agcigci ug 


a^a+"t*ai"/*'at* 


dgccggi^i^v^d 


^^t'rTa^i~^/^a 
(.^gd U t UV'd 


a/^fYaa/^aaaa 
d^^dd^dddd 


cr<Taaai~aa«^r^ 
y y dcxct Ltdd^^ 


J.O 0 u 


rra t~ a era a t" a f~ 
^ a U d^ dd U d I. 


a*^+"^aoaa^t" 
dv* L. ud^ddw L. 


4- 4- r*sirTCTSi a a fT 
u u^dy ^ dddy 


r^aaat'afT'tTT 
^dddi^dUv* L.^ 


a t~ r*a rrrr a a rr 

dt> laOCt^^CLA^ 




1740 


^a a c^n^" a t~ /rt" 

gdacgudugL. 


^^^/^aaat* ^a 
CCCCdddugd 


gci* cgdudog 


a a a a a ^^a a a 
dddddggddd 


/-r 4- 9 a f~ r'a ♦* 
gUd^ddU^^du 


gdy wydy y L. L. 


X 0 1/ u 


gaaccaaccc 


ddgaacugcc 


t^rraa^^+'^raa 

ugaagu ugaa 


^ a fT a c* a a 

gdgcdgcddg 


ai~^^^^aaa^ 
dUCUUCddd^.* 


rT^ot"0^aaaa 
g UL. U w^dddd 


X 0 0 u 


aagccgguag 


ccgaggaaga 


aacuuuaaug 


gagacaaaaa 


aaagcaaggg 


gadcucdCL. u 


x^z u 


cagct^catg 


atgataataa 


agaatgcaat> 


tcagataaac 


aagauggcac 


agagucuccg 


loan 


gatigtagctti 


tgattgaaca 


cgaaagcaaa 


ggacagagct 


cagaacuuca 


gaaaaacccc 


0 HA ft 


acgcaattat 


ttccaagtga 


gtcacaggag 


accauccaga 


accgaagaac 


aataaagcga 


Z 100 


cgtcaaaaag 


atacaataga 


gatcggtgaa 


g^ggciggciga 


acagaagcac 


t aagaca t ca 


2I0O 


ccgacaaaac 


acctcaaaag 


aaattcagat. 


ttggatgctg 


ccuCuaccaa 


aagggaaccg 


0 0 0 A 


tcttgcagca 


ttaccataca 


aacaggggag 


acaggttcgg 


gcaaagac t c 


taaagaacag 


0 0 0 A 


tcttacgtgt 


ttcctgaagg 


tattagaacg 


gcagataata 


i_ 4_ 4_ _ 4_ 1_ ^ 1_ ^ 

gtctcttatc 


gaaagacgac 


Z J4 0 


ataatttttg 


gaaatgcggt 


atggtgtcag 


tatacgtgga 


attacaaatt 


ttatccgggt 


2400 


attttattgg 


aagttgacac 


taatcaagat 


ggctgttgga 


tttatttcga 


aacaggaaga 


2460 


tcgctaacca 


aagatgagga 


catctactac 


ttagatatta 


gaatagggga 


tgctgttacc 


2520 


tttgatggaa 


atgagtacgt 


agtcgttggt 


ctagaatgtc 


gtagccatga 


tctcaacata 


2580 
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ataagatgta ttcgaggata tgatacggtt catttgaaaa aaaaaaatgc aagcggattg 2640 

ttggggaaaa ggacgttaat taaagcacta agctcgatca gtcttgacct aagcgagtgg 2700 

gctaaaagag cgaagatcat attagaagat aatgagaaaa ataaaggcga cgcgtatagg 2760 

tacttgagac atcccattag gggaaggaaa tcaatgacca atgttctgtc tccgaagaaa 2820 

catactgatg acgaaaagga cataaatacg catactgaag tgtacaataa cgaaatagaa 2880 

tcgagctccg aaaagaagga aattgttaaa aaggattcta gagacgcatt agctgaacat 2940 

gcaggagcgc caagcctgct tttttcttct ggtgaaatca gaacagggaa tgtatttgat 3000 

aaatgtattt ttgttttgac aagcctattc gaaaatagag aggaacttcg acagaccatt 3060 

gaatcgcaag gcggcactgt aattgagtca ggattttcca ctttatttaa cttcactcat 3120 

ccgctagcta aatctttagt caataaaggt aatacagata atattcgaga attggccttg 3180 

aagctagcct ggaaacctca ttccctattt gcagactgca gatttgcttg cctaatcaca 3240 

aaacggcatt taagaagctt aaagtactta gaaactttgg cgttggggtg gcctacacta 3300 

cactggaaat tcataagtgc atgcattgaa aagaaaagaa tagtaccaca tttaatatac 3360 

caatacctat taccttcggg tgaaagtttt cggttatcgt tagattctcc atcaaaggga 3420 

ggaatcatta aatccaacaa tattttttca ttttatacac aattcttacg cggatctaat 3480 

ttaagagatc agatatgtgg agtgaagaaa atgttaaatg actacattgt tattgtttgg 3540 

ggtagatctg agttggacag ttttgtcaaa tttgcttttg catgtttgag cgcaggtaga 3600 

atgcttacaa ttgatttacc caatattgat gtagatgata cagagccatt gttaaatgcc 3660 

ttagattctt tagtacccag aataggatca gaattatcta atcgaaagtt aaagtttctc 3720 

atatatgcta acgaaaataa tggtaaatct cagatgaagc ttctcgaaag attgagaagt 3780 

caaatatcac tgaaatttaa gaaatttaat tacatatttc acactgaatc taaagaatgg 3840 

ctaattcaga caataattaa cgaggacact ggttttcacg atgatattac ggacaatgat 3900 

atatacaaca ctatttctga ggttagatga 3930 

<210> 43 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<220> 
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<221> MISC_FEATURE 

<222> (2).. (2) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Ser or Thr 

<400> 43 

Arg Xaa Arg Ser Xaa Xaa 
1 5 



<210> 44 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is any amino acid 

<220> 

<221> MIS COFEATURE 

<222> (4) . , (4) 

<223> Xaa is phpsphorylated Ser or phosphorylated Thr 

<220> 

<2 21> MISC_FEATURE 

<222> (5).. (5) 

<223> Xaa is any amino acid 

<400> 44 

Arg Ser Xaa Xaa Xaa Pro 
1 5 



<210> 45 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
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<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa is Ser or Thr 

<220> 

<221> MISC__FEATURE 

<222> (3) . . (3) 

<223> Xaa is any amino acid 

<400> 45 

Xaa Pro Xaa Arg 
1 



<210> 46 

<211> 16 

<212> PRT 

<213> Artificial Secjuence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (6) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> Phosphorylated 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa is any amino acid except Cys 

<400> 46 

Met Ala Xaa Xaa Xaa Xaa Thr Pro Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 47 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 
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<220> 

<221> MISC_FEATURE 

<222> (3) . . (6) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> phosphorylated Thr 

<220> 

<221> MISC_FEATURE 

<222> (8).. (11) 

<223> Xaa is any amino acid except Cys 

<400> 47 

Met Ala Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 48 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (3) . . (6) 

<223> Xaa is amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (8).. (8) 

<223> phosphorylated 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa is amino acid except Cys 

<400> 48 

Met Ala Xaa Xaa Xaa Xaa Ser Thr Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 49 

<211> 14 

<212> PRT 

<213> Artificial 

<220> 



Sequence 
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<223> 



synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (5) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > phosphory lat ed 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (10) 

<223> Xaa is any amino acid except Cys 

<400> 49 

Met Ala Xaa Xaa Xaa Ser Pro Xaa Xaa Xaa Ala Lys Lys Lys 
1 5 10 



<210> 50 

<211> 15 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (6) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (7) . . (7) 

<223> phosphorylated Ser 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (11) 

<223> Xaa is any amino acid except Cys 

<400> 50 

Met Ala Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 51 
<211> 6 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD__RES 

<222> (4) . . (4) 

< 2 2 3 > PHOSPHORYLATION 

<400> 51 

I 

Met Gin Ser Thr Pro Leu 
1 5 



<210> 52 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa is phosphorylated Thr or phosphorylated Ser 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa is Pro or any amino acid 

<400> 52 

Ser Xaa Xaa 
1 



<210> 53 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

< 2 2 3 > synthe t i c 



<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOSPHORYLATION 

<400> 53 
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Leu Leu Cys Ser Thr Pro Asn 
1 5 



<210> 54 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) , . (6) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (12) 

<223> Xaa is any amino acid except Cys 

<400> 54 

Met Ala Xaa Xaa Xaa Xaa Ser Ser Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 55 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa is any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa is any amino acid 

<220> 

< 2 2 1 > MI SC^FEATURE 

<222> (6) . . (6) 
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<223> Xaa is phosphorylated Ser or phosphorylated Thr 
<400> 55 

Arg Xaa Arg Ser Xaa Xaa 
1 5 



<210> 56 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOSPHORYLATION 

<400> 56 

Met Ala Gly Pro Met Gin Ser Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 57 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (5) 

<223> Xaa - any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Ala, lie. Leu, Met, Asn, Pro, Ser, Thr, or Val 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<22 3> Xaa = phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC__FEATURE 

<222> (9) . . (9) 

<223> Xaa = biased mixture of 25% E and 75% any amino acid except Arg, 
Cys, His, or Lys 
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<220> 

<221> MISC_FEATURE 
<222> (10).. (12) 

<223> Xaa = any amino acid except Cys 
<400> 57 

Met Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 58 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (6) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (12) 

<223> Xaa is any amino acid except Cys 

<400> 58 

Met Ala Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 59 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 
<222> (3) . . (6) 

<223> Xaa is any amino acid except Cys 
<220> 



150 



<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (9) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (11) . . (12) 

<223> Xaa is any amino acid except Cys 

<400> 59 

Gly Ala Xaa Xaa Xaa Xaa Ser Xaa Xaa Phe Xaa Xaa Ala Tyr Lys Lys 
15 10 15 



Lys 



<210> 60 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = phosphoiylated Ser or phosphorylated Thr 

<400> 60 

Tyr Asp lie Xaa Gin Val Phe Pro Phe 
1 5 



<210> 61 

<211> 20 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> Xaa is aminohexanoic acid 
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<220> 

<221> MOD_RES 

<222> (1)..{1) 

<223> BIOTINYIiATION 

<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> Xaa is aminohexanoic acid 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (9) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (10).. (10) 

<223> Xaa is a biased mixture of Ala, lie, Let, Met, Asn, Pro, Ser, 
Thr, or Val 

<220> 

<221> MISC_FEATURE 

<222> (11) . . (11) 

<223> Xaa is phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC_FEATURE 

<222> (13) , . (13) 

<223> Xaa is biased mixture of 25% E and 75% any amino acid except 
Arg, Cys, His, or Lys 

<220> 

<221> MISC_FEATURE 

<222> (14) . . (16) 

<223> Xaa is any amino acid except Cys 

<400> 61 

Xaa Gly Xaa Gly Gly Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa 

15 10 15 



Ala Lys Lys Lys 
20 



<210> 62 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
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<220> 

<221> MISC_FEATURE 
<222> (3) . . (5) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MISC_FEATURE 
<222> (6).. (6) 

<223> Xaa is a biased mixture of amino acids Ala, lie, Leu, Met, Asn, 
Pro, Ser, Thr, and Val 

<220> 

<221> MISC_FEATURE 
<222> (7) . . (7) 

<223> Xaa is phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC_FEATURE 
<222> (9) . . (9) 

<223> Xaa is a biased mixture of 25 % E, 75% any amino acid except Arg, 
Cys, His, or Lys 

<220> 

<221> MISC_FEATURE 
<222> (10).. (12) 

<223> Xaa is any amino acid except Cys 
<400> 62 

Gly Ala Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa Ala Lys Lys Lys 
15 10 15 



<210> 63 

<400> 63 
000 

<210> 64 

<400> 64 
000 

<210> 65 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHORYLATION 
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<400> 65 



Met Ala Gly Pro Met Gin Ser Ser Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 66 

<211> 16 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

<223> Phosphorylation 

<400> 66 



Met Ala Gly Pro Met Gin Ser Tyr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 67 

<211> 15 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 



<220> 

<221> MOD__RES 

<222> (8) . . (8) 

< 2 2 3 > PHOSPHORYLATION 

<400> 67 



Met Ala Gly Pro Met Gin Val Thr Pro Leu Asn Gly Ala Lys Lys 
15 10 15 



<210> 68 
<211> 16 
<212> PRT 



<213> Artificial Sequence 

<220> 

<223> synthetic 



<220> 

<221> MOD RES 
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<222> (8).. (8) 

< 2 2 3 > Phosphorylation 

<400> 68 

Met Ala Gly Pro Met Gin Ala Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 69 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHORYIiATION 

<400> 69 

Met Ala Gly Pro Met Gin Gly Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 70 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHORYLATION 

<400> 70 

Met Ala Gly Pro Met Gin Cys Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 71 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



155 



<220> 

<221> MOD_RES 

<222> (8) . . (8) 

<223 > PHOSPHORYLATION 

<400> 71 

Met Ala Gly Pro Met Gin Thr Thr Pro Leu Asn Gly Ala Tyr Lys Lys 
15 10 15 



<210> 72 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (8).. (8) 

< 2 2 3 > PHOS PHORYLATION 

<400> 72 

Met Ala Gly Pro Met Gin Ser Thr Asn Leu Asn Gly Ala Lys Lys 
15 10 15 



<210> 73 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 73 

Ala Gin Leu Leu Cys Ser Thr 
1 5 



Pro Asn Gly Leu Asp Arg 
10 



<210> 


74 


<211> 


13 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


74 



Pro Arg Leu Leu Cys Ser Thr Pro Ser Phe Lys Lys Thr 



156 



10 



<210> 75 
<211> 603 
<212> PRT 

<213> Rattus norvegicus 
<400> 75 

Met Asn Ala Ala Ala Lys Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 



Leu Gly Lys Gly Gly Val Pro Gly Asp Ala Val Pro Gly Ala Pro Val 
20 25 30 



Ala Ala Pro Leu Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 



Ser Arg Gin Gin Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 



Ala Lys Cys Phe Glu lie Ser Asp Ser Asp Thr Lys Glu Val Phe Pro 
65 70 75 80 



Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Lys Glu 
85 90 95 



Lys Met Ser Met Glu Thr Ser lie His Arg Ser Leu Glu His Gin His 
100 105 110 



Val Val Gly Phe His Gly Phe Phe Glu Asp Ser Asp Phe Val Phe Val 
115 120 125 



Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 



Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 



Val Leu Gly Cys Gin Tyr Leu His Arg Asn Gin Val lie His Arg Asp 
165 170 175 



Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



157 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Glu Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 



Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 



Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 



Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 



His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 



Asp Pro Ala Ala Arg Pro Thr lie His Glu Leu Leu Asn Asp Glu Phe 
290 295 300 



Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 



lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 



Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Val Glu Asn Pro Leu Pro 
340 345 350 



Asp Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Asn Glu 
355 360 365 



Ala lie Glu Cys His Leu Ser Asp Leu Leu Gin Gin Leu Thr Ser Val 
370 375 380 



Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 



Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 



158 



Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 



Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 



Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 



Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Asn 
465 470 475 480 



Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn 
485 490 495 



lie Thr Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Thr Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Arg Gly 
530 535 540 



Pro Leu Met Ala Ala Val Thr Tyr lie Asn Glu Lys Arg Asp Phe Arg 
545 550 555 560 



Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 



Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 



Ser Arg Ser Ala Cys Asn Arg Leu Lys Ala Ser 
595 600 



<210> 76 
<211> 648 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 76 

Met Asn Arg Leu Pro Asn lie Ala Lys Pro Pro Gin Lys Ser Asn Gin 
15 10 15 



159 



Arg Lys Glu Lys Ala Pro Pro Glu Val Pro Ala Leu lie Ala Asp Lys 
20 25 30 



Asp Arg Gly Thr Tyr Tyr Glu Lys Gly Arg Phe Leu Gly Lys Gly Gly 
35 40 45 



Phe Ala His Cys Tyr Glu Leu Thr Asn Arg Ala Thr Arg Glu Val Val 
50 55 60 



Ala Gly Lys Val Val Pro Lys Ser Met Leu Val Lys Gin Tyr Gin Arg 
65 70 75 80 



Asp Lys Met Thr Gin Glu Val Gin lie His Arg Glu Leu Gly His lie 
85 90 95 



Asn lie Val Lys Leu Phe Asn Phe Phe Glu Asp Asn Leu Asn Val Tyr 
100 105 110 



lie Thr Leu Glu Leu Cys Ala Arg Arg Ser Leu Met Glu Leu His Lys 
115 120 125 



Arg Arg Lys Ala Val Thr Glu Pro Glu Ala Arg Tyr Phe Thr His Gin 
130 135 140 



He Val Asp Gly Val Leu Tyr Leu His Asp Leu Asn He He His Arg 
145 150 155 160 



Asp Met Lys Leu Gly Asn Leu Phe Leu Asn Asp Asp Leu Val Val Lys 
165 170 175 



He Gly Asp Phe Gly Leu Ala Thr Thr Val Asn Gly Asp Glu Arg Lys 
180 185 190 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr He Ala Pro Glu Val Leu Asn 
195 200 205 



Lys Ala Gly His Ser Phe Glu Val Asp He Trp Ala Val Gly Cys He 
210 215 220 



Leu Tyr He Leu Leu Phe Gly Gin Pro Pro Phe Glu Ser Lys Ser Leu 
225 230 235 240 



160 



Glu Glu Thr Tyr Ser Arg lie Arg His Asn Asn Tyr Thr lie Pro Ser 
245 250 255 



lie Ala Thr Gin Pro Ala Ala Ser Leu lie Arg Lys Met Leu Asp Pro 
260 265 270 



Glu Pro Thr Arg Arg Pro Thr Ala Lys Gin Val Gin Arg Asp Gly Phe 
275 280 285 



Phe Lys Ser Gly Phe Met Pro Thr Arg Leu Pro Val Ser Cys Leu Thr 
290 295 300 



Met Val Pro Lys Phe Gly Gly His Glu Thr Ser Met Met Glu Glu Asn 
305 310 315 320 



Val Ala Pro Arg Gly Val Asp Ala Arg Ser Gin Arg Pro Leu Asn Gly 
325 330 335 



Arg Ala Gly Leu Ser Ala Leu Pro Gin His lie Val Ser Asn Asn Ala 
340 345 350 



Asp Arg Glu Arg Ala Gin Gin Gin Ala Ala Glu Ala Thr Phe Arg Glu 
355 360 365 



Pro Glu Asp Ala Tyr Leu Ser Gin Leu Phe His Gin Val Ala Val Leu 
370 375 380 



Leu Glu Gin Arg lie Pro Gly Leu Glu Glu Glu Glu Ala Ala Leu Asp 
385 390 395 400 



Gly Tyr Gin Ser Pro Glu Cys Leu Pro Val Phe Trp lie Ser Lys Trp 
405 410 415 



Val Asp Tyr Ser Asp Lys Tyr Gly lie Gly Tyr Gin Leu Cys Asp Asn 
420 425 430 



Ser Val Gly Val Leu Phe Asn Asp Asn Ser Arg lie Met Leu Asp Gin 
435 440 445 



Ala Gly Asn Glu Leu Thr Tyr lie Glu Lys Ser Asn Lys Glu His Tyr 
450 455 460 



161 



Phe Ser Met His Ser Gly Glu Met Pro Gly Leu Leu Asn Lys Lys Val 
465 470 475 480 



Thr Leu Leu Lys Tyr Phe Arg Ser Tyr Met Asn Asp His Leu Val Lys 
485 490 495 



Ala Gly Glu Gly Ser Glu Gin Arg Ala Gly Asp Asp Leu Ala Arg Leu 
500 505 510 



Pro Thr Leu Arg Val Trp Phe Arg Thr Lys Ser Ala lie Val Leu His 
515 520 525 



Leu Ser Asn Gly Thr Val Gin lie Asn Phe Phe Asn Asp His Val Lys 
530 535 540 



Met Met Met Cys Pro Leu Met Gin Ala Val Thr Phe lie Asp Gin Asn 
545 550 555 560 



Lys Arg Met Leu Thr Tyr Lys Leu Asn Asn Leu Gin Arg Asn Gly Cys 
565 570 575 



Pro Glu Lys Phe Leu His Arg Leu Lys Tyr Ala Lys Thr Met lie Glu 
580 585 590 



Arg Leu Met Ser Asp Ala Asn Val Val Ser Gin Asn Pro Ala Arg Gin 
595 600 605 



Pro Asp Met Pro Arg Ser Met Ala Ala Ala Arg Ser Ala Ser Ala Gly 
610 615 620 



Ser Arg Gly Pro Asn Gin Ala Ala Ser His Leu Pro Gin Ser Ala Ser 
625 630 635 640 



Gly Ser Asn lie His Pro Arg Arg 
645 



<210> 77 

<211> 278 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn Arg Lys Pro Leu Thr 
1 5 10 15 



162 



Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro Glu Arg Pro Arg Glu 
20 25 30 



Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu Val Val Asp Cys His 
35 40 45 



Leu Ser Asp Met Leu Gin Gin Leu His Ser Val Asn Ala Ser Lys Pro 
50 55 60 



Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala Glu Asp Pro Ala Cys 
65 70 75 80 



lie Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr 
85 90 95 



Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn 
100 105 110 



Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr 
115 120 125 



lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro 
130 135 140 



Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn Tyr 
145 150 155 160 



Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu 
165 170 175 



Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr 
180 185 190 



Arg Ser Ala lie lie Leu His Leu Ser Asn Gly Ser Val Gin lie Asn 
195 200 205 



Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys Pro Leu Met Ala Ala 
210 215 220 



Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser 
225 230 235 240 



163 



Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg 
245 250 255 



Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser 
260 265 270 



Asn Arg Leu Lys Ala Ser 





275 


<210> 


78 


<211> 


282 


<212> 


PRT 


<213> 


Xenopus 


<400> 


78 



Ser lie Ala Pro Ser Thr lie Asp Gin Ser Leu Arg Lys Pro Leu Thr 
15 10 15 



Ala lie Asn Lys Gly Gin Asp Ser Pro Leu Val Glu Lys Gin Val Ala 
20 25 30 



Pro Ala Lys Glu Glu Glu Met Gin Gin Pro Glu Phe Thr Glu Pro Ala 
35 40 45 



Asp Cys Tyr Leu Ser Glu Met Leu Gin Gin Leu Thr Cys Leu Asn Ala 
50 55 60 



Val Lys Pro Ser Glu Arg Ala Leu lie Arg Gin Glu Glu Ala Glu Asp 
65 70 75 80 



Pro Ala Ser lie Pro lie Phe Trp lie Ser Lys Trp Val Asp Tyr Ser 
85 90 95 



Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val 
100 105 110 



Leu Phe Asn Asp Ser Thr Arg Leu lie Met Tyr Asn Asp Gly Asp Ser 
115 120 125 



Leu Gin Tyr lie Glu Arg Asn Asn Thr Glu Ser Tyr Leu Asn Val Arg 
130 135 140 



Ser Tyr Pro Thr Thr Leu Thr Lys Lys lie Thr Leu Leu Lys Tyr Phe 



164 



145 



150 



155 



160 



Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn Thr Thr 
165 170 175 



Pro Arg Glu Gly Asp Glu Leu Ala Arg Leu Pro Phe Leu Arg Thr Trp 
180 185 190 



Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val 
195 200 205 



Gin lie Asn Phe Phe Gin Asp His Thr Lys lie lie Leu Cys Pro Leu 
210 215 220 



Met Ala Ala Val Ser Tyr lie Asp Glu Lys Arg Glu Phe Arg Thr Tyr 
225 230 235 240 



Lys Leu Ser Leu lie Gin Glu Phe Gly Cys Cys Lys Glu Leu Ala Ser 
245 250 255 



Arg Leu Arg Tyr Ala Arg Thr Met Val Glu Lys Leu Gin Ser Ser Lys 
260 265 270 



Ser Ala Val Ala His Val Lys Ala Ser Ala 
275 280 



<210> 79 
<211> 279 
<212> PRT 

<213> Drosophila melanogaster 
<400> 79 

Gly Ser Asn Asp Thr lie Glu Asp Ser Met His Arg Lys Pro Leu Met 
15 10 15 



Glu Met Asn Gly lie Arg Pro Asp Asp Thr Arg Leu Glu Ser Thr Phe 

20 25 30 



Leu Lys Ala Asn Leu His Asp Ala He Thr Ala Ser Ala Gin Val Cys 
35 40 45 



Arg His Ser Glu Asp Tyr Arg Ser Asp He Glu Ser Leu Tyr Gin Gin 
50 55 60 



165 



Leu Thr Asn Leu lie Asn Gly Lys Pro Arg lie Leu Gin Gly Asn Leu 
65 70 75 80 



Gly Asp Glu Asn Thr Asp Pro Ala Ala Gin Pro Leu Phe Trp lie Ser 
85 90 95 



Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly Phe Gly Tyr Gin Leu Cys 
100 105 110 



Asp Glu Gly lie Gly Val Met Phe Asn Asp Thr Thr Lys Leu lie Leu 
115 120 125 



Leu Pro Asn Gin lie Asn Val His Phe lie Asp Lys Asp Gly Lys Glu 
130 135 140 



Thr Tyr Met Thr Thr Thr Asp Tyr Cys Lys Ser Leu Asp Lys Lys Met 
145 150 155 160 



Lys Leu Leu Ser Tyr Phe Lys Arg Tyr Met lie Glu His Leu Val Lys 
165 170 175 



Ala Gly Ala Asn Asn Val Asn lie Glu Ser Asp Gin lie Ser Arg Met 
180 185 190 



Pro His Leu His Ser Trp Phe Arg Thr Thr Cys Ala Val Val Met His 
195 200 205 



Leu Thr Asn Gly Ser Val Gin Leu Asn Phe Ser Asp His Met Lys Leu 
210 215 220 



lie Leu Cys Pro Arg Met Ser Ala lie Thr Tyr Met Asp Gin Glu Lys 
225 230 235 240 



Asn Phe Arg Thr Tyr Arg Phe Ser Thr lie Val Glu Asn Gly Val Ser 
245 250 255 



Lys Asp Leu Tyr Gin Lys lie Arg Tyr Ala Gin Glu Lys Leu Arg Lys 
260 265 270 



Met Leu Glu Lys Met Phe Thr 
275 



166 



<210> 


80 




<211> 


13 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


80 




Ala Gin Leu 


Leu Cys 


1 




5 


<210> 


81 




<211> 


13 




<212> 


PRT 




<213> 


Xenopus laevi 


<400> 


81 




Pro Arg Leu 


Leu Cys 


1 




5 


<210> 


82 




<211> 


197 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


82 




Pro lie Phe 


Trp Val 


1 




5 



10 



10 



10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 



Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 
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Ser Ala lie lie Leu His Leu Ser Asn Gly Ser Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His lie Lys Leu lie Leu Cys Pro Leu Met Ala Ala Val 
130 135 140 



Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser Leu 
145 150 155 160 



Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser Asn 
180 185 190 



Arg Leu Lys Ala Ser 
195 



<210> 83 

<211> 197 

<212> PRT 

<213> Mus musculus 

<400> 83 

Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys lie Thr Leu Leu Asn Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 



Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



168 



Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His Thr Lys Leu lie Leu Cys Pro Leu Met Ala Ala Val 
130 135 140 



Thr Tyr lie Asn Glu Lys Arg Asp Phe Gin Thr Tyr Arg Leu Ser Leu 
145 150 155 160 



Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser Asn 
180 185 190 



Arg Leu Lys Ala Ser 
195 



<210> 84 
<211> 197 
<212> PRT 

<213> Rattus norvegicus 
<400> 84 

Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Asp Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys lie Thr Leu Leu Asn Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 
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Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His Thr Lys Leu lie Arg Gly Pro Leu Met Ala Ala Val 
130 135 140 



Thr Tyr lie Asn Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser Leu 
145 150 155 160 



Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Cys Asn 
180 185 190 



Arg Leu Lys Ala Ser 
195 



<210> 85 
<211> 210 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 85 

Pro Val Phe Trp lie Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



lie Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Asn Ser Arg lie Met Leu Asp Gin Ala Gly Asn Glu Leu Thr Tyr lie 
35 40 45 



Glu Lys Ser Asn Lys Glu His Tyr Phe Ser Met His Ser Gly Glu Met 
50 55 60 



Pro Gly Leu Leu Met Lys Lys Asn Thr Leu Leu Lys Tyr Phe Arg Ser 
65 70 75 80 



Tyr Met Asn Asp His Leu Val Lys Ala Gly Glu Gly Ser Glu Gin Arg 
85 90 95 



170 



Ala Gly Asp Asp Leu Ala Arg Leu Pro Thr Leu Arg Val Trp Phe Arg 
100 105 110 



Thr Lys Ser Ala lie Val Leu His Leu Ser Asn Gly Thr Val Gin lie 
115 120 125 



Asn Phe Phe Asn Asp His Val Lys Met Met Met Cys Pro Leu Met Gin 
130 135 140 



Ala Val Thr Phe lie Asp Gin Asn Lys Arg Met Leu Thr Tyr Lys Leu 
145 150 155 160 



Asn Asn Leu Gin Arg Asn Gly Cys Pro Glu Lys Phe Leu His Arg Leu 
165 170 175 



Lys Tyr Ala Lys Thr Met lie Glu Arg Leu Met Asp Ser Ala Asn Val 
180 185 190 



Val Ser Gin Asn Pro Ala Arg Gin Pro Asp Met Pro Arg Ser Met Ala 
195 200 205 



Ala Ala 
210 



<210> 86 
<211> 189 
<212> PRT 

<213> Drosophila melanogaster 

<400> 86 

Pro Leu Phe Trp lie Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Cys Asp Glu Gly lie Gly Val Met Phe Asn Asp 
20 25 30 



Thr Thr Lys Leu lie Leu Leu Pro Asn Gin lie Asn Val His Phe lie 
35 40 45 



Asp Lys Asp Gly Lys Glu Thr Tyr Met Thr Thr Thr Asp Tyr Cys Lys 
50 55 60 



171 



Ser Leu Asp Lys Lys Met Lys Leu Leu Ser Tyr Phe Lys Arg Tyr Met 
65 70 75 80 



lie Glu His Leu Val Lys Ala Gly Ala Asn Asn Val Asn lie Glu Ser 
85 90 95 



Asp Gin lie Ser Arg Met Pro His Leu His Ser Trp Phe Arg Thr Thr 
100 105 110 



Cys Ala Val Val Met His Leu Thr Asn Gly Ser Val Gin Leu Asn Phe 
115 120 125 



Ser Asp His Met Lys Leu lie Leu Cys Pro Arg Met Ser Ala He Thr 
130 135 140 



Tyr Met Asp Gin Glu Lys Asn Phe Arg Thr Tyr Arg Phe Ser Thr He 
145 150 155 160 



Val Glu Asn Gly Val Ser Lys Asp Leu Tyr Gin Lys He Arg Tyr Ala 
165 170 175 



Gin Glu Lys Leu Arg Lys Met Leu Glu Lys Met Phe Thr 
180 185 



<210> 87 
<211> 198 
<212> PRT 

<213> Xenopus laevis 
<400> 87 

Pro He Phe Trp He Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu He Met Tyr Asn Asp Gly Asp Ser Leu Gin Tyr He 
35 40 45 



Glu Arg Asn Asn Thr Glu Ser Tyr Leu Asn Val Arg Ser Tyr Pro Thr 
50 55 60 



Thr Leu Thr Lys Lys He Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



172 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn Thr Thr Pro Arg Glu Gly 
85 90 95 



Asp Glu Leu Ala Arg Leu Pro Phe Leu Arg Thr Trp Phe Arg Thr Arg 
100 105 110 



Ser Ala lie lie Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Gin Asp His Thr Lys lie lie Leu Cys Pro Leu Met Ala Ala Val 
130 135 140 



Ser Tyr lie Asp Glu Lys Arg Glu Phe Arg Thr Tyr Lys Leu Ser Leu 
145 150 155 160 



lie Gin Glu Phe Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr 
165 170 175 



Ala Arg Thr Met Val Glu Lys Leu Gin Ser Ser Lys Ser Ala Val Ala 
180 185 190 



His Val Lys Ala Ser Ala 
195 



<210> 88 
<211> 195 
<212> PRT 

<213> Helicobacter pylori 

<400> 88 

Pro lie Leu Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Cys Asp Gly Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu Leu Leu His Ala Asn Ala Asp Thr Leu Glu Tyr lie 
35 40 45 



Glu Arg Asp Gly Asn Glu Lys Tyr Cys Arg Leu Gly Ser Tyr Asp Ser 
50 55 60 



173 



Thr Leu His Lys Lys Val Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



Ser Glu His Leu Leu Lys Ala Gly Ala Ala Met Thr Pro Arg Glu Ser 
85 90 95 



Asp Ser Met Ala Arg Leu Pro Phe Leu Gin Ser Trp Phe Arg Thr Lys 
100 105 110 



Ser Ala lie Val Leu His Leu Ser Asn Gly Thr Val Gin lie Asn Phe 
115 120 125 



Phe Glu Asp His Thr Lys Leu lie Val Cys Pro Met Met Gly Ala Ala 
130 135 140 



Thr Tyr lie Asp Ala Lys Arg Asn Phe Arg Thr Phe Arg Leu Asn Leu 
145 150 155 160 



lie Glu Lys His Gly Cys Thr Pro Asp Leu Tyr Asp Arg lie Lys Tyr 
165 170 175 



Ala Asn Asn Met Val Lys Asn Met Leu Asp Lys Lys Thr Thr Thr Ala 
180 185 190 



Ala Ala His 





195 


<210> 


89 


<211> 


186 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


89 


Ser Phe Gin Trp Val 


1 


5 



10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp Ala Arg Glu 
50 55 60 



174 



Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp lie 
85 90 95 



Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys lie lie lie Cys Ser Gin Asn Glu Glu Tyr Leu Leu 
130 135 140 



Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg Leu Thr Thr 
145 150 155 160 



Leu Leu Met Ser Gly Cys Ser Ser Glu Leu Lys Asn Arg Met Glu Tyr 
165 170 175 



Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
180 185 



<210> 90 

<211> 186 

<212> PRT 

<213> Mus musculus 

<400> 90 

Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp Ala Pro Glu 
50 55 60 



175 



Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp lie 
85 90 95 



Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys lie lie lie Cys Asn Gin Ser Glu Glu Tyr Leu Leu 
130 135 140 



Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg Leu Thr Thr 
145 150 155 160 



Leu Leu Met Ser Gly Cys Ser Leu Glu Leu Lys Asn Arg Met Glu Tyr 
165 170 175 



Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
180 185 



<210> 91 
<211> 186 
<212> PRT 

<213> Rattus norgevicus 
<400> 91 

Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp Ala Pro Glu 
50 55 60 



Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



176 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp lie 
85 90 95 



Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys lie lie lie Cys Asn Gin Asn Glu Glu Tyr Leu Leu 
130 135 140 



Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg Leu Thr Thr 
145 150 155 160 



Leu Leu Met Ser Gly Cys Ser Leu Glu Leu Lys His Arg Met Glu Tyr 
165 170 175 



Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
180 185 



<210> 92 
<211> 214 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 92 

Pro lie Phe Trp Val Ser Gin Trp Val His Phe Pro Asn His Gly lie 
15 10 15 



Gly Tyr Arg Leu Cys Glu Asn Ser Ser Gly Met Leu Phe Asn Asp Asn 
20 25 30 



Thr Gin Met Lys Val Asn Ser Ala Gly Asn Gin Leu Thr Phe Val Asp 
35 40 45 



Glu Asn Asn Thr Glu Gin Phe Tyr Thr Met Asn Asp Gin Val Pro Met 
50 55 60 



Asn Leu Gin Thr Lys lie Asn lie Phe Ser Asn Val Gin Ser Tyr Met 
65 70 75 80 



177 



Asn Thr His Leu Glu Ala Asp Thr His Leu Glu Ala Glu Asp Gin Cys 
85 90 95 



Val Asn Lys Val Pro Pro Leu Arg Asn Phe Ala Arg Leu Pro Thr lie 
100 105 110 



Gin Asn Trp Phe Glu Thr Lys Ser Ala Val lie Phe His Leu Ser Asn 
115 120 125 



Gly Thr Val Gin lie Asn Phe Leu Asp His Val Lys Met Val Leu Cys 
130 135 140 



Pro Leu Leu Lys Ser Val Thr Phe lie Glu Glu Asn Lys Arg Val Ser 
145 150 155 160 



Thr Phe Thr Phe Ala Asn lie Leu Thr Asn Ser Cys Pro Lys Lys Tyr 
165 170 175 



Leu Ser Arg lie Glu Tyr Ala Gin Ala Lys lie Lys Leu Leu Arg Pro 
180 185 190 



Thr Asn Asn Gin Glu His Val Val Tyr Val Asp Ser Pro Cys Arg Pro 
195 200 205 



Thr Thr Ser Asn Thr Ala 
210 



<210> 93 
<211> 187 

<212> PRT 

<213> Xenopus laevis 
<400> 93 

Ser Phe His Trp Val Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Ala His Met Ser Phe Leu Pro Asp Lys Lys Thr Val His Tyr Tyr 
35 40 45 



Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Glu Ala Pro Glu 
50 55 60 



178 



Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser His Tyr Met 
65 70 75 80 



Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val Thr Asp Val 
85 90 95 



Cys Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser Asp Lys Ala 
100 105 110 



Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn Phe Tyr His 
115 120 125 



Asp His Thr Lys lie lie lie Ala Asn Gin Asn Asp Glu Tyr Val Leu 
130 135 140 



Thr Tyr lie Asn Glu Asp Arg Met Ser Thr Thr Phe His Leu Ser Thr 
145 150 155 160 



Leu Leu lie Ser Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Arg Ser Pro Ala 
180 185 



<210> 94 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Pro Leu Val Trp Phe Ser Glu Trp Val Gly Phe Ser Asn Lys Phe Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp 
20 25 30 



Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn 
35 40 45 



Pro Thr Ser Thr Lys His Phe Ser Phe Ser Val Gly Ala Val Arg Arg 
50 55 60 



179 



Ala Leu Gin Pro Gin Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met 
65 70 75 80 



Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Val 
85 90 95 



Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin 
100 105 110 



Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr 
115 120 125 



Gly Asp His Thr Lys Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val 
130 135 140 



Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His 
145 150 155 160 



Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Arg Ser Pro Ala 
180 185 



<210> 95 

<211> 187 

<212> PRT 

<213> Mus musculus 

<400> 95 

Pro Leu Val Trp Val Ser Lys Trp Val Asp Tyr Ser Asn Lys Phe Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp 
20 25 30 



Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn 
35 40 45 



Pro Thr Ser Thr Lys His Phe Ser Phe Ser Met Gly Ser Val Pro Arg 
50 55 60 



Ala Leu Gin Pro Gin Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met 
65 70 75 80 



180 



Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Ala 
85 90 95 



Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin 
100 105 110 



Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr 
115 120 125 



Gly Asp His Thr Lys Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val 
130 135 140 



Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His 
145 150 155 160 



Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Gin Ser Pro Ala 
180 185 



<210> 96 

<211> 186 

<212> PRT 

<213> Rattus norvegicus 

<400> 96 

Pro Leu Val Trp Val Ser Lys Trp Val Asp Tyr Ser Asn Lys Phe Gly 
1 5 10 15 



Phe Gly Tyr Gin Leu Ser Ser Arg Arg Val Ala Val Leu Phe Asn Asp 
20 25 30 



Gly Thr His Met Ala Leu Ser Ala Asn Arg Lys Thr Val His Tyr Asn 
35 40 45 



Pro Thr Ser Thr Lys His Phe Ser Phe Ser Val Gly Ser Val Pro Arg 

50 55 60 



Ala Leu Arg Pro Gin Leu Gly lie Leu Arg Tyr Phe Ala Ser Tyr Met 
65 70 75 80 



181 



Glu Gin His Leu Met Lys Gly Gly Asp Leu Pro Ser Val Glu Glu Val 
85 90 95 



Glu Val Pro Ala Pro Pro Leu Leu Leu Gin Trp Val Lys Thr Asp Gin 
100 105 110 



Ala Leu Leu Met Leu Phe Ser Asp Gly Thr Val Gin Val Asn Phe Tyr 
115 120 125 



Gly Asp His Thr Lys Leu lie Leu Ser Gly Trp Glu Pro Leu Leu Val 
130 135 140 



Thr Phe Val Ala Arg Asn Arg Ser Ala Cys Thr Tyr Leu Ala Ser His 
145 150 155 160 



Leu Arg Gin Leu Gly Cys Ser Pro Asp Leu Arg Gin Arg Leu Arg Tyr 
165 170 175 



Ala Leu Arg Leu Leu Arg Asp Gin Ser Pro 
180 185 



<210> 97 
<211> 186 
<212> PRT 

<213> Xenopus laevis 
<400> 97 

His Phe Val Trp Val Ser Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Phe Gly Tyr Gin Leu Ser Asn Arg Ser lie Gly Val Leu Phe Asn Ser 
20 25 30 



Gly Thr His Met Val Phe Pro Ala His Arg Arg His Val His Tyr Asn 
35 40 45 



Leu Thr Asn Ser Arg His Phe Val Pro Thr Ser Thr Val Pro Glu Gin 
50 55 60 



Leu Gin Gly Gin Met Ser lie Leu Gin Tyr Phe Ala Thr Tyr Met Glu 
65 70 75 80 



Lys Asn Leu Met Lys Gly Gly Asp Leu Pro Cys His Glu Glu Gly Ser 
85 90 95 



182 



Gin Ala Pro Leu Leu Leu Leu Gin Trp Val Lys Thr Glu His Ala Leu 
100 105 110 



Leu Met Leu Phe Ser Asn Gly Thr Leu Gin Val Asn Phe Tyr Asn Asp 
115 120 125 



His Thr Lys lie lie Leu Cys Lys Pro Gin Asp Ala Tyr Leu Leu Thr 
130 135 140 



Tyr lie Asn Arg Asp Arg Asn Ser Gin Thr Phe Leu Leu Ser Thr Leu 
145 150 155 160 



Ala Gin Thr Gly Cys Asn Ser Glu Met Tyr His Arg Leu Lys Tyr Thr 
165 170 175 



Val Lys Leu Leu Gin Gin Lys Ala Glu Ser 
180 185 



<210> 98 
<211> 194 
<212> PRT 

<213> Schizosaccharomyces pombe 
<400> 98 

Pro Val Leu Phe lie Thr Lys Trp Val Asp Tyr Ser Asn Lys Tyr Gly 
15 10 15 



Leu Gly Tyr Gin Leu Ser Asp Glu Ser Val Gly Val His Phe Asn Asp 
20 25 30 



Asp Thr Ser Leu Leu Phe Ser Ala Asp Glu Glu Val Val Glu Tyr Ala 
35 40 45 



Leu His Pro Lys Asp Thr Glu lie Lys Pro Tyr lie Tyr Pro Ala Ser 
50 55 60 



Lys Val Pro Glu Ser lie Arg Ser Lys Leu Gin Leu Leu Lys His Phe 
65 70 75 80 



Lys Ser Tyr Met Gly Gin Asn Leu Ser Lys Ala Val Gin Asp Glu Ser 
85 90 95 



183 



Phe Glu Lys Pro Lys Asn Ser Thr Ser Asn Thr Met Leu Phe Met Gin 
100 105 110 



His Tyr Leu Arg Thr Arg Gin Ala lie Met Phe Arg Leu Ser Asn Gly 
115 120 125 



lie Phe Gin Phe Asn Glu Leu Asp His Arg Lys Val Val lie Ser Ser 
130 135 140 



Thr Ala Arg Lys lie lie Val Leu Asp Lys Glu Arg Glu Arg Val Glu 
145 150 155 160 



Leu Pro Leu Gin Glu Ala Ser Ala Phe Ser Glu Asp Leu Arg Ser Arg 
165 170 175 



Leu Lys Tyr lie Arg Glu Thr Leu Glu Ser Trp Ala Ser Lys Met Glu 
180 185 190 



Val Ser 



<210> 99 
<211> 196 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 99 

His Pro Met lie Val Thr Lys Trp Val Asp Tyr Ser Asn Lys His Gly 
15 10 15 



Phe Ser Tyr Gin Leu Ser Thr Glu Asp lie Gly Val Leu Phe Asn Asn 
20 25 30 



Gly Thr Thr Val Leu Arg Leu Ala Asp Ala Glu Glu Phe Trp Tyr lie 
35 40 45 



Ser Tyr Asp Asp Arg Glu Gly Trp Val Ala Ser His Tyr Leu Leu Ser 
50 55 60 



Glu Lys Pro Arg Glu Leu Ser Arg His Leu Glu Val Val Asp Phe Phe 
65 70 75 80 



Ala Lys Tyr Met Lys Ala Asn Leu Ser Arg Val Ser Thr Phe Gly Arg 
85 90 95 



184 



Glu Glu Tyr His Lys Asp Asp Val Phe Leu Arg Arg Tyr Thr Arg Tyr 
100 105 110 



Lys Pro Phe Val Met Phe Glu Leu Ser Asp Gly Thr Phe Gin Phe Asn 
115 120 125 



Phe Lys Asp His His Lys Met Ala lie Ser Asp Gly Gly Lys Leu Val 
130 135 140 



Thr Tyr lie Ser Pro Ser His Glu Ser Thr Thr Tyr Pro Leu Val Glu 
145 150 155 160 



Val Leu Lys Tyr Gly Glu lie Pro Gly Tyr Pro Glu Ser Asn Phe Arg 
165 170 175 



Glu Lys Leu Thr Leu lie Lys Glu Gly Leu Lys Gin Lys Ser Thr lie 
180 185 190 



Val Thr Val Asp 
195 



<210> 


100 


<211> 


99 


<212> 


PRT 


<213> 


Homo 


<400> 


100 


Pro lie Phe 


1 





10 15 



Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp 
20 25 30 



Ser Thr Arg Leu He Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr He 
35 40 45 



Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn 
50 55 60 



Ser Leu Met Lys Lys He Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met 
65 70 75 80 



185 



Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly 
85 90 95 



Asp Glu Leu 



<210> 101 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 101 

Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg Ser Ala lie 
15 10 15 



lie Leu His Leu Ser Asn Gly Ser Val Gin lie Asn Phe Phe Gin Asp 
20 25 30 



His Thr Lys Leu lie Leu Cys Pro Leu Met Ala Ala Val Thr Tyr lie 
35 40 45 



Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser Leu Leu Glu Glu 
50 55 60 



Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr Ala Arg Thr 
65 70 75 80 



Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser Asn Arg Leu Lys 
85 90 95 



Ala Ser 



<210> 102 

<211> 87 

<212> PRT 

<213> Mus musculus 

<400> 102 

Ser Ala Gin Leu Leu Lys Ser Val Phe Val Lys Asn Val Gly Trp Ala 
15 10 15 



Thr Gin Leu Thr Ser Gly Ala Val Trp Val Gin Phe Asn Asp Gly Ser 
20 25 30 



186 



Gin Leu Val Val Gin Ala Gly Val Ser Ser lie Ser Tyr Thr Ser Pro 
35 40 45 



Asp Gly Gin Thr Thr Arg Tyr Gly Glu Asn Glu Lys Leu Pro Glu Tyr 
50 55 60 



lie Lys Gin Lys Leu Gin Cys Leu Ser Ser lie Leu Leu Met Phe Ser 
65 70 75 80 



Asn Pro Thr Pro Asn Phe Gin 
85 



<210> 103 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Met, Tyr, His, Phe, Lys, lie, or Leu 
<220> 

<221> MISC^FEATURE 

<222> (2) . . (2) 

<223> Xaa = Ala> His, Met, Thr, Phe, or Gin 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Ser, Ala or Gly 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = Pro, Met or any amino acid except Cys 

<400> 103 

Xaa Xaa Xaa Xaa Xaa 
1 5 



187 



<210> 104 

<211> 8 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Pro or Phe 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Met, Phe, Pro, Leu, or lie 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Met, Tyr, His, Phe, Lys, or Leu 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Ala, His, Met, Thr, Phe, or Gin 
<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = Ser or Ala 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Pro or Met 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe, lie, Lys, Leu, or Val 

<400> 104 

Xaa Xaa Xaa Xaa Xaa Thr Xaa Xaa 
1 5 



<210> 105 
<211> 8 



188 



<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Pro, Phe, or lie 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Phe, lie, Met, Leu, Pro, or Val 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Gin, Met, His, Phe, lie, or Thr 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr, His, or Gin 

<220> 

<221> MOD_RES 

<222> (6).. (6) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> Xaa = Phe, Leu, lie, Val, or Lys 

<400> 105 

Xaa Xaa Xaa Xaa Ser Thr Pro Xaa 
1 5 



<210> 106 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = lie. Leu, Val, Phe, or Pro 



189 



<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Met, Leu, Phe, Ala, or lie 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Thr or His 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

<223> PHOSPHORYLATION 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Pro, Asp, or Glu 

<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> Xaa = Lys, Val, or Phe 

<400> 106 

Pro Xaa Xaa Xaa Ser Thr Xaa Xaa 

1 5 



<210> 107 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1)..(1) 

<223> Xaa = Pro or Phe 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa =Phe, lie, Leu, Met, or Pro 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Phe, Leu, or Met 

<220> 

<221> MISC FEATURE 



190 



<222> (4).. (4) 

<223> Xaa = Thr, His, or Gin 

<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Lys, lie, Leu, or Val 

<400> 107 

Xaa Xaa Xaa Xaa Ser Thr Pro Xaa 
1 5 



<210> 108 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = Pro or Phe 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Phe, lie. Leu, Met, or Val 
<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> Xaa = Ala, Met, Phe, Val, or He 

<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa = Thr, Ala, Gin, Met, or His 
<220> 

<221> MOD_RES 

<222> (6) . . (6) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Leu, He, or any amino acid other than Cys 
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<400> 108 



Xaa Xaa Xaa Xaa Ser Thr Pro Xaa 



1 


5 


<210> 


109 


<211> 


222 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


109 



Ala Leu Ser Asp Met Leu Gin Gin Leu His Ser Val Asn Ala Ser Lys 
15 10 15 



Pro Ser Glu Arg Gly Leu Val Arg Gin Ala Glu Ala Glu Asp Pro Ala 
20 25 30 



Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys 
35 40 45 



Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe 
50 55 60 



Asn Asn Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin 
65 70 75 80 



Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His 
85 90 95 



Pro Asn Ala Leu Met Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn 
100 105 110 



Tyr Met Ser Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg 
115 120 125 



Glu Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg 
130 135 140 



Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly Ser Val Gin lie 
145 150 155 160 



Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys Pro Leu Met Ala 
165 170 175 
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Ala Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu 
180 185 190 



Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu 
195 200 205 



Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser Ser Ala 
210 215 220 



<210> 110 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa =any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Gly, Asp, or Glu 

<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa = Leu, lie. Met, or Val 
<220> 

<221> MISC_FEATURE 

<222> (5) , . (5) 

<223> Xaa = Phosphorylated Ser or Phosphorylated Tyr 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Val or lie 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe, Leu, or lie 

<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = lie, Phe, Leu, Val, or Tyr 



193 



<400> 110 



Xaa Tyr Xaa Xaa Xaa Gin Xaa Xaa Pro Xaa 
15 10 



<210> 111 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (2) 

<223> Xaa = any amino acid except Cys 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (4) . . (4) 

<223> Xaa = lie, Met, Val, or Leu 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (6) . . (6) 

<223> Xaa = Phe, lie, Gin, or Tyr 
<220> 

<221> MISC_FEATURE 

<222> (7).. (7) 

<223> Xaa = Val or Thr 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (9) . . (9) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = lie, Phe, Met, or Leu 

<400> ill 

Xaa Xaa Glu Xaa Ser Xaa Xaa Phe Xaa Xaa 
15 10 



<210> 112 
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<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

c221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Asp or Glu 

<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa = Leu, lie, or Met 

<220> 

<221> MOD_RES 

<222> (5).. (5) 

< 2 2 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Gin, lie, or Pro 

<220> 

<221> MISC_FEATURE 

<222> (7) . , (7) 

<223> Xaa = Val or lie 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe, lie, Val, Leu, or Tyr 

<400> 112 

Gly Tyr Xaa Xaa Ser Xaa Xaa Xaa Phe Tyr 
15 10 



<210> 113 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (3) 

<223> Xaa = any amino acid except Cys 
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<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = lie, Leu, or Trp 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Gin, Phe, or lie 

<220> 

<221> MISC_FEATURE 

<222> (8),. (8) 

<223> Xaa = lie, Leu, or Val 

<220> 

< 2 2 1 > MI SC_FEATURE 
<222> (9) . . (9) 

<223> Xaa = Phe, Tyr, or Pro 

<400> 113 

Xaa Xaa Xaa Xaa Thr Xaa Tyr Xaa Xaa Ala 
15 10 



<210> 114 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Asp or Glu 

<220> 
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<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa = lie, Val, Leu, 

<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa = phosphorylated 

<220> 

<221> MISC_FEATURE 

<222> (7).. (7) 

<223> Xaa = Val, Thr, lie, 

<220> 

<221> MISC_FEATURE 

<222> (8) . , (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = Val or Pro 

<220> 

<221> MISC_FEATURE 

<222> (10),. (10) 

<223> Xaa = Phe or Gly 

<400> 114 

Xaa Xaa Xaa Xaa Xaa Gin Xaa 
1 5 



or Met 



Ser or phosphorylated Thr 



or Ser 



Xaa Xaa Xaa 
10 



<210> 115 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid except Cys 
<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Arg or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (3) . , (3) 
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<223> 



Xaa = Glu or Asp 



<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = Val, lie, or Met 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (6) 

<223> Xaa = Phe, Tyr, lie, or Gin 
<220> 

<221> MISC_FEATURE 

<222> (7).. (7) 

<223> Xaa = Thr or Val 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Phe, Met, or Tyr 

<400> 115 

Xaa Xaa Xaa Xaa Ser Xaa Xaa Phe Xaa Xaa 
15 10 



<210> 116 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (2) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = any amino acid except Cys 
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<220> 

<221> MOD_RES 

<222> (5).. (5) 

<223 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6).. (6) 

<223> Xaa = Gin or Phe 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Val or lie 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (10).. (10) 

<223> Xaa = any amino acid except Cys 

<400> 116 

Xaa Xaa Tyr Xaa Ser Xaa Xaa Xaa lie Xaa 
15 10 



<210> 117 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = Asp or Glu 

<220> 

<221> MISC^FEATURE 

<222> (4) . . (4) 

<223> Xaa = lie or Leu 

<220> 

<221> MOD RES 
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<222> (5) . . (5) 

<223> PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6).. (6) 

<223> Xaa = Gin, Glu,or Phe 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Asp, Tyr, or lie 

<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = Asp or Pro 

<400> 117 

Xaa Glu Xaa Xaa Thr Xaa Xaa Xaa Xaa Ala 
15 10 



<210> 118 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (3) 

<223> Xaa is any amino acid except Cys 
<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> Xaa is Ala, lie, Leu, Met, Asn, Pro, Ser, Thr, or Val 
<220> 

<221> MISC_FEATURE 

<222> (5) . . (5) 

<223> Xaa is phosphorylated Ser or phosphorylated Thr 
<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa is a biased mixture of 25% E, 75% of any amino acid except 
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Arg, Cys, Lys, or His 

<220> 

<221> MISC_FEATURE 
<222> (8).. (10) 

<223> Xaa is any amino acid except Cys 
<400> 118 

Xaa Xaa Xaa Xaa Xaa Gin Xaa Xaa Xaa Xaa 
15 10 



<210> 119 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Cys, Phe, Trp, or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (3) . . (3) 

<223> Xaa = lie, Leu, or Val 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = any amino acid with aliphatic or aromatic side chains 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

< 2 2 3 > PHOS PHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Asp, Glu, Met, or Asn 
<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or lie 
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<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = Gly, His, Lys, or Pro 
<220> 

<221> MISC_FEATURE 
<222> (10).. (10) 

<223> Xaa = Phe, Lys, Trp, or Tyr 
<400> 119 

Xaa Xaa Xaa Xaa Thr Gin Xaa Xaa Xaa Xaa 
15 10 



<210> 120 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> Xaa = Phe, Trp, or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> Xaa = lie. Leu, or Val 

<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> Xaa = any amino acid with an aliphatic or aromatic side chain 
<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<223 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa = Ala, Met, Asn, Pro, or Gin 
<220> 

<221> MISC FEATURE 
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<222> (8) . . (8) 

<223> Xaa = Cys or Phe 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = Asp, Glu, Gly, Lys, or Pro 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = Phe, Gly, His, or Lys 

<400> 120 

Xaa Xaa Xaa Xaa Thr Gin Xaa Xaa Xaa Xaa 
15 10 



<210> 121 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1)..(4) 

<223> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (5) , . (5) 

< 2 2 3 > PHOS PHOR YLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (7) 

<223> Xaa = any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (8).. (8) 

<223> Xaa = Phe, lie, Leu, Asn, or Tyr 
<220> 

<221> MISC_FEATURE 

<222> (9) . . (10) 

<223> Xaa = any amino acid 

<400> 121 

Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa 
15 10 
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<210> 122 

<211> 10 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> synthetic 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (4) 

<223> Xaa = any amino acid 

<220> 

<221> MOD_RES 

<222> (5) . . (5) 

<22 3 > PHOSPHORYLATION 

<220> 

<221> MISC_FEATURE 

<222> (6) . . (7) 

<223> Xaa = any amino acid 

<220> 

< 2 2 1 > MI SC_PEATURE 

<222> (8) . . (8) 

<223> Xaa = Phe or Tyr 

<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa = Phe, lie. Leu, Val, Trp, or 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa = any amino acid 

<400> 122 

Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Xaa 
15 10 



<210> 123 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 
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<221> MOD_RES 

<222> (7) . . (7) 

<223 > PHOSPHORYLATION 

<400> 123 

Gly Ala Ala Tyr Asp lie Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 124 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 



<220> 

<221> MOD_RES 

<222> (7) . . (7) 

< 2 2 3 > PHOS PHORYLATION 

<400> 124 

Gly Ala Ala Tyr Asp lie Thr Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 


125 


<211> 


16 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


synthetic 


<400> 


125 



Gly Ala Ala Tyr Asp lie Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 126 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 

<400> 126 

Gly Ala Ala Tyr Asp lie Thr Gin 
1 5 



Val Phe Pro Phe Ala Lys Lys Lys 
10 15 
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<210> 127 

<211> 16 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 



Sequence 



<220> 

<221> MOD_RES 

<222> (7).. (7) 

< 2 2 3 > PHOS PHOR YLATON 

<400> 127 

Gly Ala Ala Tyr Asp lie Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 128 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic 
<400> 128 

Gly Ala Ala Tyr Asp lie Ser Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 



<210> 129 
<211> 16 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> synthetic 
<400> 129 

Gly Ala Ala Tyr Asp lie Thr Gin Val Phe Pro Phe Ala Lys Lys Lys 
15 10 15 
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